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SEQUENCE LISTING 



<110> 



Evolutionary Genomics LLC 



<120> 



Development of Therapeutics for the Treatment of 
Endotoxin-Mediated Diseases 



<130> GENO200.3.1 

<150> 10/100,422 

<151> 2002-03-18 

<160> 40 

<170> Patentin version 3.2 

<210> 1 

<211> 2427 

<212> DNA 

<213> Pan troglodytes 

<400> 1 



gtggttccta 


atattactta 


tcaatgcatg 


gagctgaatt 


tctacaaaat 


ccccgacaac 


60 


ctccccttct 


caaccaagaa 


cctggacctg 


agctttaatc 


ccctgaggca 


tttaggcagc 


120 


tatagcttct 


tcagtttccc 


agaactgcag 


gtgctggatt 


tatccaggtg 


tgaaatccag 


180 


acaattgaag 


atggggcata 


tcagagccta 


agccacctct 


ccaccttaat 


attgacagga 


240 


aaccccatcc 


agagtttagc 


cctgggagcc 


ttttctggac 


tatcaagttt 


acagaagctg 


300 


gtggctgtgg 


agacaaatct 


agcatctcta 


gagaacttcc 


ccattggaca 


tctcaaaact 


360 


ttgaaagaac 


ttaatgtggc 


tcacaatctt 


atccaatctt 


tcaaattacc 


tgagtatttt 


420 


tctaatctga 


ccaatctaga 


gcacttggac 


ctttccagca 


acaagattca 


aagtatttat 


480 


tgcacagact 


tgcgggttct 


acatcaaatg 


cccctactca 


atctctcttt 


agacctgtcc 


540 


ctgaacccta 


tgaactttat 


ccaaccaggt 


gcatttaaag 


aaattaggct 


tcataagctg 


600 


actttgagaa 


ataattttga 


tagtttaaat 


gtaatgaaaa 


cttgtattca 


aggtctggct 


660 


ggtttagaag 


tccatcgttt 


ggttctggga 


gaatttagaa 


atgaaggaaa 


cttggaaaag 


720 


tttgacaaat 


ctgctctaga 


gggcctgtgc 


aatttgacca 


ttgaagaatt 


ccgattagca 


780 


tacttagact 


actacctcga 


tgatattatt 


gacttattta 


attgtttgac 


aaatgtttct 


840 


tcattttccc 


tggtgagtgt 


gactattaaa 


agcgtaaaag 


acttttctta 


taatttcgga 


900 


tggcaacatt 


tagaattagt 


taactgtaaa 


tttggacagt 


ttcccacatt 


gaaactcaaa 


960 


tctctcaaaa 


ggcttacttt 


cacttccaac 


aaaggtggga 


atgctttttc 


agaagttgat 


1020 


ctaccaagcc 


ttgagtttct 


agatctcagt 


agaaatggct 


tgagtttcaa 


aggttgctgt 


1080 


tctcaaagtg 


attttgggac 


aaccagccta 


aagtatttag 


atctgagctt 


caatggtgtt 


1140 



1 
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attaccatga 


gttcaaactt 


cttgggctta 


gaacaactag 


aacatctgga 


tttccagcat 


1200 


tccaatttga 


aacaaatgag 


tgagttttca 


gtattcctat 


cactcagaaa 


cctcatttac 


1260 


cttgacattt 


ctcatactca 


caccagagtt 


gctttcaatg 


gcatcttcaa 


tggcttgtcc 


1320 


agtctcgaag 


tcttgaaaat 


ggctggcaat 


tctttccagg 


aaaacttcct 


tccagatatc 


1380 


ttcacagagc 


tgagaaactt 


gaccttcctg 


gacctctctc 


agtgtcaact 


ggagcagttg 


1440 


tctccaacag 


catttaactc 


actctccagt 


cttcaggtac 


taaatatgag 


ccacaacaac 


1500 


t tcttttcat 


tggatacgtt 


tccttataag 


tgtctgaact 


ccctccaggt 


tct tgat tac 


1 c 

lo bU 


agtctcaatc 


acataatgac 


ttccaaaaaa 


caggaactac 


agcattttcc 


aagtagtcta 


1620 


gctttcttaa 


atcttactca 


gaatgacttt 


gcttgtactt 


gtgaacacca 


aagtttcctg 


1680 


caatggatca 


aggaccagag 


gcagctcttg 


gtggaagttg 


aacgaatgga 


atgtgcaaca 


1740 


ccttcagata 


agcagggcat 


gcctgtgctg 


agtttgaata 


tcacctgtca 


gatgaataag 


1800 


accatcattg 


gtgtgtcggt 


cctcagtgtg 


cttgtagtat 


ctgttgtagc 


agttctggtc 


1860 


tataagttct 


attttcacct 


gatgcttctt 


gctggctgca 


taaagtatgg 


tagaggtgaa 


1920 


aacatctatg 


atgcctttgt 


tatctactca 


agccaggatg 


aggactgggt 


aaggaatgag 


1980 


ctagtaaaga 


atttagaaga 


aggggtgcct 


ccatttcagc 


tctgccttca 


ctacagagac 


2040 


tttattcccg 


gtgtggccat 


tgctgccaac 


atcatccatg 


aaggtttcca 


taaaagccga 


2100 


aaggtgattg 


ttgtggtgtc 


ccagcacttc 


atccagagcc 


gctggtgtat 


ctttgaatat 


2160 


gagattgctc 


agacctggca 


gtttctgagc 


agtcgtgctg 


gtatcatctt 


cattgtcctg 


2220 


cagaaggtgg 


agaagaccct 


gctcaggcgg 


caggtggagc 


tgtaccgcct 


tctcagcagg 


2280 


aacacttacc 


tggagtggga 


ggacagtgtc 


ctggggcggc 


acatcttctg 


gagacgactc 


2340 


agaaaagccc 


tgctggatgg 


taaatcatgg 


aatccagaag 


gaacagtggg 


tacaggatgc 


2400 


--a^ 51 -a 


aagcaacatc 


tatctga 








2427 



<210> 2 

<211> 2427 

<212> DNA 

<^:^13> Pan troglodytes 
<220> 

<221> CDS 

<222> {1)..(2427) 

<4r;C> 2 

-^tt cct aat att act tat caa tgc atg gag ctg aat ttc tac aaa 48 
Val Val Pro Asn lie Thr Tyr Gin Cys Met Glu Leu Asn Phe Tyr Lys 

2 
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10 15 



ate ccc gac aac etc ccc ttc tea ace aag aac ctg gac ctg age ttt 
lie Pro Asp Asn Leu Pro Phe Ser Thr Lys Asn Leu Asp Leu Ser Phe 
20 25 30 

aat ccc ctg agg cat tta ggc age tat age ttc ttc agt ttc cca gaa 
Asn Pro Leu Arg His Leu Gly Ser Tyr Ser Phe Phe Ser Phe Pro Glu 
35 40 45 

ctg cag gtg ctg gat tta tee agg tgt gaa ate cag aea att gaa gat 192 
Leu Gin Val Leu Asp Leu Ser Arg Cys Glu He Gin Thr He Glu Asp 



50 55 



60 



95 



tta cag aag ctg gtg get gtg gag aea aat eta gca tet eta gag aac 
Leu Gin Lys Leu Val Ala Val Glu Thr Asn Leu Ala Ser Leu Glu Asn 



100 105 



110 



ttc ccc att gga eat etc aaa act ttg aaa gaa ett aat gtg get cae 
Phe Pro He Gly His Leu Lys Thr Leu Lys Glu Leu Asn Val Ala His 
115 120 



125 



140 



aat eta gag cae ttg gac ett tec age aac aag att caa agt att tat 
Asn Leu Glu His Leu Asp Leu Ser Ser Asn Lys He Gin Ser He Tyr 
145 150 155 



160 



tge aca gac ttg egg gtt eta cat caa atg ccc eta etc aat etc tet 
Cys Thr Asp Leu Arg Val Leu His Gin Met Pro Leu Leu Asn Leu Ser 



165 170 



175 



tta gac ctg tec ctg aac cct atg aac ttt ate caa cca ggt gca ttt 
Leu Asp Leu Ser Leu Asn Pro Met Asn Phe He Gin Pro Gly Ala Phe 



180 185 



190 



aaa gaa att agg ett cat aag ctg act ttg aga aat aat ttt gat agt 

Lys Glu He Arg Leu His Lys Leu Thr Leu Arg Asn Asn Phe Asp Ser 
195 200 205 

tta aat gta atg aaa act tgt att caa ggt ctg get ggt tta gaa gtc 

Leu Asn Val Met Lys Thr Cys He Gin Gly Leu Ala Gly Leu Glu ?al 

210 215 



220 



S?o T ^ """^ aat gaa gga aac ttg gaa aag 

His Arg Leu Val Leu Gly Glu Phe Arg Asn Glu Gly Asn Leu llu Lys 

230 235 240 

P^^ f^^ l""^ ""^^ ^^"^ ''^^ ttg aee att gaa gaa 

Phe Asp Lys Ser Ala Leu Glu Gly Leu Cys Asn Leu Thr He Glu Glu 



96 



144 



240 



ggg gca tat cag age eta age cae etc tec acc tta ata ttg aea gga 

Gly Ala Tyr Gin Ser Leu Ser His Leu Ser Thr Leu He Leu Thr Gly 

70 75 80 

aac cce ate, cag agt tta gee ctg gga gee ttt tet gga eta tea agt 288 

Asn Pro He Gin Ser Leu Ala Leu Gly Ala Phe Ser Gly Leu Ser sir 
85 90 



336 



384 



aat ett ate caa tet ttc aaa tta cct gag tat ttt tet aat ctg ace 432 
Asn Leu He Gin Ser Phe Lys Leu Pro Glu Tyr Phe Ser Asn Leu Thr 
J-JU 135 



480 



528 



576 



624 



672 



720 



768 
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245 250 255 

ttc cga tta gca tac tta gac tac tac etc gat gat att att gac tta 816 

Phe Arg Leu Ala Tyr Leu Asp Tyr Tyr Leu Asp Asp He He Asp Leu 
260 265 270 

ttt aat tgt ttg aca aat gtt tct tea ttt tec ctg gtg agt gtg act 864 

Phe Asn Cys Leu Thr Asn Val Ser Ser Phe Ser Leu Val Ser Val Thr 
275 280 285 

att aaa age gta aaa gac ttt tct tat aat ttc gga tgg caa eat tta 912 

He Lys Ser Val Lys Asp Phe Ser Tyr Asn Phe Gly Trp Gin His Leu 

290 295 300 



gaa tta gtt aac tgt aaa ttt gga cag ttt ccc aca ttg aaa etc aaa 

Glu Leu Val Asn Cys Lys Phe Gly Gin Phe Pro Thr Leu Lys Leu Lys 

305 310 315 320 

tct etc aaa agg ctt act ttc act tec aac aaa ggt ggg aat get ttt 

Ser Leu Lys Arg Leu Thr Phe Thr Ser Asn Lys Gly Gly Asn Ala Phe 

325 330 335 

tea gaa gtt gat eta cca age ctt gag ttt eta gat etc agt aga aat 

Ser Glu Val Asp Leu Pro Ser Leu Glu Phe Leu Asp Leu Ser Arg Asn 
340 345 350 



age eta aag tat tta gat ctg age ttc aat ggt gtt att ace atg agt 
Ser Leu Lys Tyr Leu Asp Leu Ser Phe Asn Gly Val He Thr Met Ser 
370 375 380 



435 440 445 

ggc aat tct ttc cag gaa aac ttc ctt cca gat ate ttc aca gag ctg 

Gly Asn Ser Phe Gin Glu Asn Phe Leu Pro Asp He Phe Thr Glu Leu 

450 455 460 



960 



1008 



1056 



ggc ttg agt ttc aaa ggt tgc tgt tct caa agt gat ttt ggg aca ace 1104 
Gly Leu Ser Phe Lys Gly Cys Cys Ser Gin Ser Asp Phe Gly Thr Thr 
355 360 365 



1152 



tea aac ttc ttg ggc tta gaa caa eta gaa cat ctg gat ttc cag cat 1200 
Ser Asn Phe Leu Gly Leu Glu Gin Leu Glu His Leu Asp Phe Gin His 
385 390 395 400 

tec aat ttg aaa caa atg agt gag ttt tea gta ttc eta tea etc aga 1248 
Ser Asn Leu Lys Gin Met Ser Glu Phe Ser Val Phe Leu Ser Leu Arg 
405 410 415 

aac etc att tac ctt gac att tct cat act cae ace aga gtt get ttc 1296 
Asn Leu He Tyr Leu Asp He Ser His Thr His Thr Arg Val Ala Phe 
420 425 430 

aat ggc ate ttc aat ggc ttg tec agt etc gaa gtc ttg aaa atg get 1344 
Asn Gly He Phe Asn Gly Leu Ser Ser Leu Glu Val Leu Lys Met Ala 



1392 



aga aac ttg ace ttc ctg gac etc tct cag tgt caa ctg gag cag ttg 1440 
Arg Asn Leu Thr Phe Leu Asp Leu Ser Gin Cys Gin Leu Glu Gin Leu 

470 475 480 

tct cca aca gca ttt aac tea etc tec agt ctt cag gta eta aat atg 1488 
Ser Pro Thr Ala Phe Asn Ser Leu Ser Ser Leu Gin Val Leu Asn Met 



4 
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485 490 495 

age cac aac aac ttc ttt tea ttg gat acg ttt cct tat aag tgt ctg 1536 
Ser His Asn Asn Phe Phe Ser Leu Asp Thr Phe Pro Tyr Lys Cys Leu 
500 505 510 

aac tec etc eag gtt ett gat tac agt etc aat cac ata atg act tec 1584 
Asn Ser Leu Gin Val Leu Asp Tyr Ser Leu Asn His lie Met Thr Ser 
515 520 525 

aaa aaa eag gaa eta eag cat ttt cea agt agt eta get ttc tta aat 1632 
Lys Lys Gin Glu Leu Gin His Phe Pro Ser Ser Leu Ala Phe Leu Asn 
530 535 540 

ctt act eag aat gae ttt get tgt act tgt gaa eae caa agt ttc ctg 1680 
Leu Thr Gin Asn Asp Phe Ala Cys Thr Cys Glu His Gin Ser Phe Leu 
545 550 555 560 

caa tgg ate aag gae eag agg eag etc ttg gtg gaa gtt gaa ega atg 1728 
Gin Trp lie Lys Asp Gin Arg Gin Leu Leu Val Glu Val Glu Arg Met 
565 570 575 

gaa tgt gea aea eet tea gat aag eag gge atg cct gtg ctg agt ttg 1776 
Glu Cys Ala Thr Pro Ser Asp Lys Gin Gly Met Pro Val Leu Ser Leu 
580 585 590 

aat ate ace tgt eag atg aat aag acc ate att ggt gtg teg gtc etc 1824 
Asn lie Thr Cys Gin Met Asn Lys Thr lie lie Gly Val Ser Val Leu 
595 600 605 

agt gtg ett gta gta tet gtt gta gea gtt ctg gtc tat aag ttc tat 1872 
Ser Val Leu Val Val Ser Val Val Ala Val Leu Val Tyr Lys Phe Tyr 
610 615 620 

ttt eae ctg atg ett ett get gge tge ata aag tat ggt aga ggt gaa 1920 
Phe His Leu Met Leu Leu Ala Gly Cys lie Lys Tyr Gly Arg Gly Glu 
625 630 635 640 

aac ate tat gat gee ttt gtt ate tac tea age cag gat gag gae tgg 1968 
Asn lie Tyr Asp Ala Phe Val He Tyr Ser Ser Gin Asp Glu Asp Trp 
645 650 655 

gta agg aat gag eta gta aag aat tta gaa gaa ggg gtg cct cca ttt 2016 
Val Arg Asn Glu Leu Val Lys Asn Leu Glu Glu Gly Val Pro Pro Phe 
660 665 670 

cag etc tge ett eae tac aga gae ttt att cee ggt gtg gee att get 2064 
Gin Leu Cys Leu His Tyr Arg Asp Phe He Pro Gly Val Ala He Ala 
675 680 685 

gee aac ate ate cat gaa ggt ttc eat aaa age ega aag gtg att gtt 2112 
Ala Asn He He His Glu Gly Phe His Lys Ser Arg Lys Val He Val 
690 695 700 

gtg gtg tec cag cac ttc ate cag age cgc tgg tgt ate ttt gaa tat 2160 
Val Val Ser Gin His Phe He Gin Ser Arg Trp Cys He Phe Glu Tyr 
705 710 715 720 

gag att get eag ace tgg eag ttt ctg age agt cgt get ggt ate ate 2208 
Glu He Ala Gin Thr Trp Gin Phe Leu Ser Ser Arg Ala Gly He He 



5 
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725 730 735 

ttc att gtc ctg cag aag gtg gag aag acc ctg etc agg egg eag gtg 2256 
Phe lie Val Leu Gin Lys Val Glu Lys Thr Leu Leu Arg Arg Gin Val 
740 745 750 

gag etg tae cgc ctt etc age agg aac act tac ctg gag tgg gag gae 2304 
Glu Leu Tyr Arg Leu Leu Ser Arg Asn Thr Tyr Leu Glu Trp Glu Asp 
755 760 765 

agt gtc etg ggg egg cac ate ttc tgg aga cga etc aga aaa gee ctg 2352 
Ser Val Leu Gly Arg His lie Phe Trp Arg Arg Leu Arg Lys Ala Leu 
770 775 780 

ctg gat ggt aaa tea tgg aat cea gaa gga aea gtg ggt aea gga tgc 2400 
Leu Asp Gly Lys Ser Trp Asn Pro Glu Gly Thr Val Gly Thr Gly Cys 
785 790 795 800 

aat tgg eag gaa gca aea tct ate tga 2427 
Asn Trp Gin Glu Ala Thr Ser lie 
805 



<210> 3 
<211> 808 
<212> PRT 

<213> Pan troglodytes 
<400> 3 

Val Val Pro Asn lie Thr Tyr Gin Cys Met Glu Leu Asn Phe Tyr Lys 
15 10 15 



lie Pro Asp Asn Leu Pro Phe Ser Thr Lys Asn Leu Asp Leu Ser Phe 
20 25 30 



Asn Pro Leu Arg His Leu Gly Ser Tyr Ser Phe Phe Ser Phe Pro Glu 
35 40 45 



Leu Gin Val Leu Asp Leu Ser Arg Cys Glu lie Gin Thr lie Glu Asp 
50 55 60 



Gly Ala Tyr Gin Ser Leu Ser His Leu Ser Thr Leu lie Leu Thr Gly 
65 70 75 80 



Asn Pro lie Gin Ser Leu Ala Leu Gly Ala Phe Ser Gly Leu Ser Ser 
85 90 95 



Leu Gin Lys Leu Val Ala Val Glu Thr Asn Leu Ala Ser Leu Glu Asn 
100 105 110 



Phe Pro lie Gly His Leu Lys Thr Leu Lys Glu Leu Asn Val Ala His 
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115 120 125 



Asn Leu lie Gin Ser Phe Lys Leu Pro Glu Tyr Phe Ser Asn Leu Thr 
130 135 140 



Asn Leu Glu His Leu Asp Leu Ser Ser Asn Lys lie Gin Ser lie Tyr 
145 150 155 160 



Cys Thr Asp Leu Arg Val Leu His Gin Met Pro Leu Leu Asn Leu Ser 
165 170 175 



Leu Asp Leu Ser Leu Asn Pro Met Asn Phe lie Gin Pro Gly Ala Phe 
180 185 190 



Lys Glu lie Arg Leu His Lys Leu Thr Leu Arg Asn Asn Phe Asp Ser 
195 200 205 



Leu Asn Val Met Lys Thr Cys lie Gin Gly Leu Ala Gly Leu Glu Val 
210 215 220 



His Arg Leu Val Leu Gly Glu Phe Arg Asn Glu Gly Asn Leu Glu Lys 
225 230 235 240 



Phe Asp Lys Ser Ala Leu Glu Gly Leu Cys Asn Leu Thr lie Glu Glu 
245 250 255 



Phe Arg Leu Ala Tyr Leu Asp Tyr Tyr Leu Asp Asp lie lie Asp Leu 
260 265 270 



Phe Asn Cys Leu Thr Asn Val Ser Ser Phe Ser Leu Val Ser Val Thr 
275 280 285 



lie Lys Ser Val Lys Asp Phe Ser Tyr Asn Phe Gly Trp Gin His Leu 
290 295 300 



Glu Leu Val Asn Cys Lys Phe Gly Gin Phe Pro Thr Leu Lys Leu Lys 
305 310 315 320 



Ser Leu Lys Arg Leu Thr Phe Thr Ser Asn Lys Gly Gly Asn Ala Phe 
325 330 335 



Ser Glu Val Asp Leu Pro Ser Leu Glu Phe Leu Asp Leu Ser Arg Asn 
340 345 350 



Gly Leu Ser Phe Lys Gly Cys Cys Ser Gin Ser Asp Phe Gly Thr Thr 
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355 360 365 

Ser Leu Lys Tyr Leu Asp Leu Ser Phe Asn Gly Val lie Thr Met Ser 
370 375 380 

Ser Asn Phe Leu Gly Leu Glu Gin Leu Glu His Leu Asp Phe Gin His 
385 390 395 400 

Ser Asn Leu Lys Gin Met Ser Glu Phe Ser Val Phe Leu Ser Leu Arg 
405 410 415 

Asn Leu lie Tyr Leu Asp He Ser His Thr His Thr Arg Val Ala Phe 
420 425 430 

Asn Gly He Phe Asn Gly Leu Ser Ser Leu Glu Val Leu Lys Met Ala 
435 440 445 

Gly Asn Ser Phe Gin Glu Asn Phe Leu Pro Asp He Phe Thr Glu Leu 
450 455 460 

Arg Asn Leu Thr Phe Leu Asp Leu Ser Gin Cys Gin Leu Glu Gin Leu 
465 470 475 480 

Ser Pro Thr Ala Phe Asn Ser Leu Ser Ser Leu Gin Val Leu Asn Met 
485 490 495 

Ser His Asn Asn Phe Phe Ser Leu Asp Thr Phe Pro Tyr Lys Cys Leu 
500 505 510 

Asn Ser Leu Gin Val Leu Asp Tyr Ser Leu Asn His He Met Thr Ser 
515 520 525 

Lys Lys Gin Glu Leu Gin His Phe Pro Ser Ser Leu Ala Phe Leu Asn 
530 535 540 



Leu Thr Gin Asn Asp Phe Ala Cys Thr Cys Glu His Gin Ser Phe Leu 
545 550 555 560 



Gin irp He Lys Asp Gin Arg Gin Leu Leu Val Glu Val Glu Arg Met 
565 570 575 



»,ju Cys Ala Thr Pro Ser Asp Lys Gin Gly Met Pro Val Leu Ser Leu 
580 585 590 



8 
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Asn lie Thr Cys Gin Met Asn Lys Thr lie He Gly Val Ser Val Leu 
595 600 605 

Ser Val Leu Val Val Ser Val Val Ala Val Leu Val Tyr Lys Phe Tvr 
610 615 620 

Phe His Leu Met Leu Leu Ala Gly Cys He Lys Tyr Gly Arg Gly Glu 
"5 630 635 640 

Asn He Tyr Asp Ala Phe Val He Tyr Ser Ser Gin Asp Glu Asp Trp 
64 5 650 655 

Val Arg Asn Glu Leu Val Lys Asn Leu Glu Glu Gly Val Pro Pro Phe 
660 665 670 

Gin Leu Cys Leu His Tyr Arg Asp Phe He Pro Gly Val Ala He Ala 
675 680 685 

Ala Asn He He His Glu Gly Phe His Lys Ser Arg Lys Val He Val 
690 695 700 

Val Val Ser Gin His Phe He Gin Ser Arg Trp Cys He Phe Glu Tvr 
''OS 710 715 720 

Glu He Ala Gin Thr Trp Gin Phe Leu Ser Ser Arg Ala Gly He He 
725 730 735 

Phe He Val Leu Gin Lys Val Glu Lys Thr Leu Leu Arg Arg Gin Val 
740 745 750 

Glu Leu Tyr Arg Leu Leu Ser Arg Asn Thr Tyr Leu Glu Trp Glu Asp 
755 760 765 

Ser Val Leu Gly Arg His He Phe Trp Arg Arg Leu Arg Lys Ala Leu 
770 775 780 

Leu Asp Gly Lys Ser Trp Asn Pro Glu Gly Thr Val Gly Thr Glv Cvs 
■^85 790 795 800 



Asn Trp Gin Glu Ala Thr Ser He 
805 



<210> 4 

<211> 2427 

<212> DNA 

<213> Gorilla gorilla 
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<400> 4 
gtggttccta 


atattactta 


tcaatgcatg 


gagctgaatt 


tctacaaaat 


ccccgacaac 


60 


ctccccttct 


caaccaagaa 


cctggacctg 


agctttaatc 


ccctgaggca 


tttaggcagc 


120 


tatagcttct 


tcagtttccc 


agaactgcag 


gtgctggatt 


tatccaggtg 


tgaaatccag 


180 


acaattgaag 


atggggcata 


tcagagccta 


agccacctct 


ccaccttaat 


attgacagga 


240 


aaccccatcc 


agagtttagc 


cctgggagcc 


ttttctggac 


tatcaagttt 


acagaagctg 


300 


gtggctgtgg 


agacaaatct 


agcatctcta 


gagaacttcc 


ccattggaca 


tctcaaaact 


360 


ttgaaagaac 


ttaatgtggc 


tcacaatctt 


attcaatctt 


tcaaattacc 


tgagtatttt 


420 


tctaatctga 


ccaatctaga 


gtacttggac 


ctttccagca 


acaagattca 


aagtatttat 


480 


tgcacagact 


tgcgggttct 


acatcaaatg 


cccctactca 


atctctcttt 


agacctgtcc 


540 


ctgaacccta 


tgacctttat 


ccaaccaggt 


gcatttaaag 


aaattaggct 


tcataagctg 


600 


actttgagaa 


ataattttga 


tagtttaaat 


gtaatgaaaa 


cttgtattca 


aggtctggct 


660 


ggtttagaag 


tccgtcgttt 


ggttctggga 


gaatttagaa 


atgaaggaaa 


cttggaaaag 


720 


tttgacaaat 


ctgctctaga 


gggcctgtgc 


aatttgacca 


ttgaagaatt 


ccgattagca 


780 


tacttagact 


actacctcga 


tgatattatt 


gacttattta 


attgtttgac 


aaatgtttct 


840 


tcattttccc 


tggtgagtgt 


gactattgaa 


agggtaaaag 


acttttctta 


taatttcgga 


900 


tggcaacatt 


tagaattagt 


taactgtaaa 


tttggacagt 


ttcccacatt 


gaaactcaaa 


960 


tctctcaaaa 


ggcttacttt 


cacttccaac 


aaaggtggga 


atgctttttc 


ggaagttgat 


1020 


ctaccaagcc 


ttgagtttct 


agatctcagt 


agaaatggct 


tgagtttcaa 


aggttgctgt 


1080 


tctcaaagtg 


attttgggac 


aaccagccta 


aagtatttag 


atctgagctt 


caatggtgtt . 


1140 


attaccatga 


gttcaaactt 


cttgggctta 


gaacaactag 


aacatctgga 


tttccagcat 


1200 


tccaatttga 


aacaaatgag 


tgagttttca 


gtattcctat 


cactcagaaa 


cctcatttac 


1260 


cttgacattt 


ctcatactca 


caccagagtt 


gctttcaatg 


gcatcttcaa 


tggcttgtcc 


1320 


agtctcgaag 


tcttgaaaat 


ggctggcaat 


tctttccagg 


aaaacttcct 


tccagatatc 


1380 


ttcacagagc 


tgagaaactt 


gaccttcctg 


gacctctctc 


agtgtcaact 


ggagcagttg 


1440 


tctccaacag 


catttaactc 


actctccagt 


cttcaggtac 


taaatatgag 


ccacaacaac 


1500 


ttcttttcat 


tggatacgtt 


tccttataag 


tgtctgaact 


ccctccgggt 


tcttgattac 


1560 


agtctcaatc 


acataatgac 


ttccaaaaaa 


caggaactac 


agcattttcc 


aagcagtcta 


1620 




atcttactca 


gaatgacttt 


gcttgtactt 


gtgaacacca 


gagtttcctg 


1680 


caatggatca 


aggaccagag 


gcagctcttg 


gtggaagttg 


aacgaatgga 


atgtgcaaca 


1740 



10 



wo 2004/042365 ^BCT/US2003/036247 



ccttcagata 


agcagggcat 


gcctgtgctg 


agtttgaata 


tcacctgtca 


gatgaataag 


1800 


accatcattg 


gtgtgtcggt 


cctcagtgtg 


cttgtagtat 


ctgttgtagc 


agttctggtc 


1860 


tataagttct 


attttcacct 


gatgcttctt 


gctggctgca 


taaagtatgg 


tagaggtgaa 


1920 


aacgtctatg 


atgcctttgt 


tatctactca 


agccaggatg 


aggactgggt 


aaggaatgag 


1980 


ctagtaaaga 


atttagaaga 


aggggtgcct 


ccatttcagc 


tctgccttca 


ctacagagac 


2040 


tttattcccg 


gtgtggccat 


tgctgccaac 


atcatccatg 


aaggtttcca 


taaaagtcga 


2100 


aaggtgattg 


ttgtggtgtc 


ccagcacttc 


atccagagcc 


gctggtgtat 


ctttgaatat 


2160 


gagattgctc 


agacctggca 


gtttctgagc 


agtcgtgctg 


gtatcatctt 


cattgtcctg 


2220 


cagaaggtgg 


agaagaccct 


gctcaggcag 


caggtggagc 


tgt accgcct 


tctcagcagg 


o o o r\ 


aacacttacc 


tggagtggga 


ggacagtgtc 


ctggggcggc 


acatcttctg 


gagacgactc 


2340 


agaaaagccc 


tgctggatgg 


taaatcatgg 


aatccagaag 


gaacagtggg 


tacaggatgc 


2400 


aattggcagg 


aagcaacatc 


tatctga 








2427 



<210> 5 

<211> 2427 

<212> DNA 

<213> Gorilla gorilla 
<220> 

<221> CDS 

<222> (1)..{2427) 

<400> 5 

gtg gtt cct aat att act tat caa tgc atg gag ctg aat ttc tac aaa 48 
Val Val Pro Asn lie Thr Tyr Gin Cys Met Glu Leu Asn Phe Tyr Lys 
15 10 15 

ate ccc gac aac etc ccc ttc tea ace aag aac ctg gae ctg age ttt 96 
lie Pro Asp Asn Leu Pro Phe Ser Thr Lys Asn Leu Asp Leu Ser Phe 
20 25 30 

aat ccc ctg agg cat tta ggc age tat age ttc ttc agt ttc cca gaa 144 
Asn Pro Leu Arg His Leu Gly Ser Tyr Ser Phe Phe Ser Phe Pro Glu 
35 40 45 

ctg cag gtg ctg gat tta tec agg tgt gaa ate cag aca att gaa gat 192 
Leu Gin Val Leu Asp Leu Ser Arg Cys Glu lie Gin Thr lie Glu Asp 
50 55 60 

ggg gca tat cag age eta age eae etc tec ace tta ata ttg aca gga 240 
Gly Ala Tyr Gin Ser Leu Ser His Leu Ser Thr Leu lie Leu Thr Gly 
65 70 75 80 

aac ccc ate cag agt tta gee ctg gga gee ttt tct gga eta tea agt 288 
Asn Pro lie Gin Ser Leu Ala Leu Gly Ala Phe Ser Gly Leu Ser Ser 
85 90 95 
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tta cag aag ctg gtg get gtg gag aca aat eta gca tct eta gag aac 
Leu Gin Lys Leu Val Ala Val Glu Thr Asn Leu Ala Ser Leu Glu Asn 
100 105 110 



130 135 



140 



aat eta gag tac ttg gac ett tec age aac aag att eaa agt att tat 
Asn Leu Glu Tyr Leu Asp Leu Ser Ser Asn Lys He Gin Ser He Tyr 
145 150 155 



160 



175 



tta gac ctg tec ctg aac cet atg acc ttt ate eaa eca ggt gca ttt 
Leu Asp Leu Ser Leu Asn Pro Met Thr Phe He Gin Pro Gly Ala Phe 



180 185 



190 



aaa gaa att agg ett cat aag ctg act ttg aga aat aat ttt gat agt 
Lys Glu He Arg Leu His Lys Leu Thr Leu Arg Asn Asn Phe Asp Ser 
195 200 205 

tta aat gta atg aaa act tgt att caa ggt ctg get ggt tta gaa gtc 
Leu Asn Val Met Lys Thr Cys He Gin Gly Leu Ala Gly Leu Glu Val 
210 215 220 

cgt cgt ttg gtt ctg gga gaa ttt aga aat gaa gga aac ttg gaa aag 
Arg Arg Leu Val Leu Gly Glu Phe Arg Asn Glu Gly Asn Leu Glu Lys 



225 230 



235 240 



336 



ttc ccc att gga cat etc aaa act ttg aaa gaa ett aat gtg get cac 384 
Phe Pro He Gly His Leu Lys Thr Leu Lys Glu Leu Asn Val Ala His 
115 120 125 

aat ett att eaa tct ttc aaa tta cet gag tat ttt tct aat ctg acc 432 
Asn Leu He Gin Ser Phe Lys Leu Pro Glu Tyr Phe Ser Asn Leu Thr 



480 



tgc aca gac ttg egg gtt eta cat caa atg ccc eta etc aat etc tct 528 
Cys Thr Asp Leu Arg Val Leu His Gin Met Pro Leu Leu Asn Leu Ser 
165 170 



576 



624 



672 



720 



ttt gac aaa tct get eta gag ggc ctg tgc aat ttg acc att gaa gaa 
Phe Asp Lys Ser Ala Leu Glu Gly Leu Cys Asn Leu Thr He Glu Glu 
245 250 255 

ttc cga tta gca tac tta gac tac tac etc gat gat att att gac tta 
Phe Arg Leu Ala Tyr Leu Asp Tyr Tyr Leu Asp Asp He He Asp Leu 
260 265 270 

ttt aat tgt ttg aca aat gtt tct tea ttt tec ctg gtg agt gtg act 
Phe Asn Cys Leu Thr Asn Val Ser Ser Phe Ser Leu Val Ser Val Thr 
275 280 285 

att gaa agg gta aaa gac ttt tct tat aat ttc gga tgg caa cat tta 
He Glu Arg Val Lys Asp Phe Ser Tyr Asn Phe Gly Trp Gin His Leu 
290 295 300 

gaa tta gtt aac tgt aaa ttt gga cag ttt ccc aca ttg aaa etc aaa 
Glu Leu Val Asn Cys Lys Phe Gly Gin Phe Pro Thr Leu Lys Leu Lvs 

310 315 320 

tct etc aaa agg ett act ttc act tec aac aaa ggt ggg aat get ttt 1008 
Ser Leu Lys Arg Leu Thr Phe Thr Ser Asn Lys Gly Gly Asn Ala Phe 
325 330 335 



768 



816 



864 



912 



960 



12 



wo 2004/042365 ^^CTAJS2003/036247 

teg gaa gtt gat eta cca age ctt gag ttt eta gat etc agt aga aat 1056 
Ser Glu Val Asp Leu Pro Ser Leu Glu Phe Leu Asp Leu Ser Arg Asn 
340 345 350 

gge ttg agt ttc aaa ggt tgc tgt tct caa agt gat ttt ggg aea ace 1104 
Gly Leu Ser Phe Lys Gly Cys Cys Ser Gin Ser Asp Phe Gly Thr Thr 
355 360 365 

age eta aag tat tta gat ctg age tte aat ggt gtt att aee atg agt 1152 
Ser Leu Lys Tyr Leu Asp Leu Ser Phe Asn Gly Val lie Thr Met Ser 
370 375 380 

tea aae tte ttg gge tta gaa eaa eta gaa cat ctg gat ttc cag cat 1200 
Ser Asn Phe Leu Gly Leu Glu Gin Leu Glu His Leu Asp Phe Gin His 
385 390 395 400 

tee aat ttg aaa eaa atg agt gag ttt tea gta ttc eta tea etc aga 1248 
Ser Asn Leu Lys Gin Met Ser Glu Phe Ser Val Phe Leu Ser Leu Arg 
405 410 415 

aae etc att tac ctt gac att tct eat act cae acc aga gtt get tte 1296 
Asn Leu lie Tyr Leu Asp lie Ser His Thr His Thr Arg Val Ala Phe 
420 425 430 

aat gge ate ttc aat gge ttg tec agt etc gaa gtc ttg aaa atg get 1344 
Asn Gly lie Phe Asn Gly Leu Ser Ser Leu Glu Val Leu Lys Met Ala 
435 440 445 

gge aat tct ttc cag gaa aae tte ctt cca gat ate tte aea gag ctg 1392 
Gly Asn Ser Phe Gin Glu Asn Phe Leu Pro Asp He Phe Thr Glu Leu 
450 455 460 

aga aae ttg ace ttc ctg gac etc tct cag tgt eaa ctg gag cag ttg 1440 
Arg Asn Leu Thr Phe Leu Asp Leu Ser Gin Cys Gin Leu Glu Gin Leu 
465 470 475 480 

tct cca aea gca ttt aac tea etc tec agt ctt cag gta eta aat atg 1488 
Ser Pro Thr Ala Phe Asn Ser Leu Ser Ser Leu Gin Val Leu Asn Met 
485 490 495 

age cae aac aae tte ttt tea ttg gat aeg ttt cet tat aag tgt ctg 1536 
Ser His Asn Asn Phe Phe Ser Leu Asp Thr Phe Pro Tyr Lys Cys Leu 
500 505 510 

aae tec etc egg gtt ctt gat tac agt etc aat cac ata atg act tec 1584 
Asn Ser Leu Arg Val Leu Asp Tyr Ser Leu Asn His He Met Thr Ser 
515 520 525 

aaa aaa cag gaa eta cag cat ttt cca age agt eta get tte tta aat 1632 
Lys Lys Gin Glu Leu Gin His Phe Pro Ser Ser Leu Ala Phe Leu Asn 
530 535 540 

ctt act cag aat gac ttt get tgt act tgt gaa cac cag agt tte ctg 1680 
Leu Thr Gin Asn Asp Phe Ala Cys Thr Cys Glu His Gin Ser Phe Leu 
545 550 555 560 

caa tgg ate aag gac cag agg cag etc ttg gtg gaa gtt gaa cga atg 1728 
Gin Trp He Lys Asp Gin Arg Gin Leu Leu Val Glu Val Glu Arg Met 
565 570 575 
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gaa tgt gca aca cct tea gat aag cag ggc atg cct gtg ctg agt ttg 1776 
Glu Cys Ala Thr Pro Ser Asp Lys Gin Gly Met Pro Val Leu Ser Leu 
580 585 590 

aat ate ace tgt cag atg aat aag acc ate att ggt gtg teg gtc etc 1824 
Asn lie Thr Cys Gin Met Asn Lys Thr lie lie Gly Val Ser Val Leu 
595 600 605 

agt gtg ett gta gta tct gtt gta gca gtt ctg gtc tat aag ttc tat 1872 
Ser Val Leu Val Val Ser Val Val Ala Val Leu Val Tyr Lys Phe Tyr 
610 615 620 

ttt cac ctg atg ctt ctt get ggc tgc ata aag tat ggt aga ggt gaa 1920 
Phe His Leu Met Leu Leu Ala Gly Cys lie Lys Tyr Gly Arg Gly Glu 
625 630 635 640 

aac gtc tat gat gee ttt gtt ate tac tea age cag gat gag gac tgg 1968 
Asn Val Tyr Asp Ala Phe Val lie Tyr Ser Ser Gin Asp Glu Asp Trp 
645 650 655 

gta agg aat gag eta gta aag aat tta gaa gaa ggg gtg cct cea ttt 2016 
Val Arg Asn Glu Leu Val Lys Asn Leu Glu Glu Gly Val Pro Pro Phe 
660 665 670 

cag etc tgc ctt cac tac aga gac ttt att ccc ggt gtg gcc att get 2064 
Gin Leu Cys Leu His Tyr Arg Asp Phe lie Pro Gly Val Ala lie Ala 
675 680 685 

gcc aac ate ate eat gaa ggt ttc eat aaa agt ega aag gtg att gtt 2112 
Ala Asn lie lie His Glu Gly Phe His Lys Ser Arg Lys Val lie Val 
690 695 700 

gtg gtg tec cag cac ttc ate cag age egc tgg tgt ate ttt gaa tat 2160 
Val Val Ser Gin His Phe lie Gin Ser Arg Trp Cys lie Phe Glu Tyr 
705 710 715 720 

gag att get cag acc tgg cag ttt ctg age agt cgt get ggt ate ate 2208 
Glu lie Ala Gin Thr Trp Gin Phe Leu Ser Ser Arg Ala Gly lie lie 
725 730 735 

ttc att gtc ctg cag aag gtg gag aag ace ctg etc agg cag cag gtg 2256 
Phe lie Val Leu Gin Lys Val Glu Lys Thr Leu Leu Arg Gin Gin Val 
740 745 750 

gag ctg tac egc ctt etc age agg aac act tac ctg gag tgg gag gac 2304 
Glu Leu Tyr Arg Leu Leu Ser Arg Asn Thr Tyr Leu Glu Trp Glu Asp 
755 760 765 

agt gtc ctg ggg egg cac ate ttc tgg aga ega etc aga aaa gee ctg 2352 
Ser Val Leu Gly Arg His lie Phe Trp Arg Arg Leu Arg Lys Ala Leu 

770 775 780 

ctg gat ggt aaa tea tgg aat cea gaa gga aca gtg ggt aca gga tgc 2400 
Leu Asp Gly Lys Ser Trp Asn Pro Glu Gly Thr Val Gly Thr Gly Cys 
785 790 795 800 

aat tgg cag gaa gca aca tct ate tga 2427 
Ar.r. Trp Gin Glu Ala Thr Ser lie 
805 
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<210> 6 
<211> 808 
<212> PRT 

<213> Gorilla gorilla 
<400> 6 

Val Val Pro Asn lie Thr Tyr Gin Cys Met Glu Leu Asn Phe Tyr Lys 
15 10 15 

lie Pro Asp Asn Leu Pro Phe Ser Thr Lys Asn Leu Asp Leu Ser Phe 
20 25 30 

Asn Pro Leu Arg His Leu Gly Ser Tyr Ser Phe Phe Ser Phe Pro Glu 
35 40 45 

Leu Gin Val Leu Asp Leu Ser Arg Cys Glu He Gin Thr He Glu Asp 
50 55 60 



Gly Ala Tyr Gin Ser Leu Ser His Leu Ser Thr Leu He Leu Thr Gly 
65 70 75 80 

Asn Pro He Gin Ser Leu Ala Leu Gly Ala Phe Ser Gly Leu Ser Ser 
85 90 95 

Leu Gin Lys Leu Val Ala Val Glu Thr Asn Leu Ala Ser Leu Glu Asn 
100 105 110 

Phe Pro He Gly His Leu Lys Thr Leu Lys Glu Leu Asn Val Ala His 
115 120 125 

Asn Leu He Gin Ser Phe Lys Leu Pro Glu Tyr Phe Ser Asn Leu Thr 
130 135 140 



Asn Leu Glu Tyr Leu Asp Leu Ser Ser Asn Lys He Gin Ser He Tyr 
145 150 155 160 

Cys Thr Asp Leu Arg Val Leu His Gin Met Pro Leu Leu Asn Leu Ser 
165 170 175 

Leu Asp Leu Ser Leu Asn Pro Met Thr Phe He Gin Pro Gly Ala Phe 
180 185 190 

Lys Glu He Arg Leu His Lys Leu Thr Leu Arg Asn Asn Phe Asp Ser 
195 200 205 
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Leu Asn Val Met Lys Thr Cys He Gin Gly Leu Ala Gly Leu Glu Val 
210 215 220 



Arg Arg Leu Val Leu Gly Glu Phe Arg Asn Glu Gly Asn Leu Glu Lys 
225 230 235 240 



Phe Asp Lys Ser Ala Leu Glu Gly Leu Cys Asn Leu Thr He Glu Glu 
245 250 255 



Phe Arg Leu Ala Tyr Leu Asp Tyr Tyr Leu Asp Asp He He Asp Leu 
260 265 270 



Phe Asn Cys Leu Thr Asn Val Ser Ser Phe Ser Leu Val Ser Val Thr 
275 280 285 



He Glu Arg Val Lys Asp Phe Ser Tyr Asn Phe Gly Trp Gin His Leu 
290 295 300 



Glu Leu Val Asn Cys Lys Phe Gly Gin Phe Pro Thr Leu Lys Leu Lys 
305 310 315 320 



Ser Leu Lys Arg Leu Thr Phe Thr Ser Asn Lys Gly Gly Asn Ala Phe 
325 330 335 



Ser Glu Val Asp Leu Pro Ser Leu Glu Phe Leu Asp Leu Ser Arg Asn 
340 345 350 



Gly Leu Ser Phe Lys Gly Cys Cys Ser Gin Ser Asp Phe Gly Thr Thr 
355 360 365 



Ser Leu Lys Tyr Leu Asp Leu Ser Phe Asn Gly Val He Thr Met Ser 
370 375 380 



Ser Asn Phe Leu Gly Leu Glu Gin Leu Glu His Leu Asp Phe Gin His 
385 390 395 400 



Ser Asn Leu Lys Gin Met Ser Glu Phe Ser Val Phe Leu Ser Leu Arg 
405 410 415 



Asn Leu He Tyr Leu Asp He Ser His Thr His Thr Arg Val Ala Phe 
420 425 430 



Asn Gly He Phe Asn Gly Leu Ser Ser Leu Glu Val Leu Lys Met Ala 
435 440 445 
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Gly Asn Ser Phe Gin Glu Asn Phe Leu Pro Asp lie Phe Thr Glu Leu 
450 455 460 



Arg Asn Leu Thr Phe Leu Asp Leu Ser Gin Cys Gin Leu Glu Gin Leu 
465 470 475 480 

Ser Pro Thr Ala Phe Asn Ser Leu Ser Ser Leu Gin Val Leu Asn Met 
485 490 495 

Ser His Asn Asn Phe Phe Ser Leu Asp Thr Phe Pro Tyr Lys Cys Leu 
500 505 510 

Asn Ser Leu Arg Val Leu Asp Tyr Ser Leu Asn His lie Met Thr Ser 
515 520 525 

Lys Lys Gin Glu Leu Gin His Phe Pro Ser Ser Leu Ala Phe Leu Asn 
530 535 540 

Leu Thr Gin Asn Asp Phe Ala Cys Thr Cys Glu His Gin Ser Phe Leu 
545 550 555 560 

Gin Trp He Lys Asp Gin Arg Gin Leu Leu Val Glu Val Glu Arg Met 
565 570 575 

Glu Cys Ala Thr Pro Ser Asp Lys Gin Gly Met Pro Val Leu Ser Leu 
580 585 590 

Asn He Thr Cys Gin Met Asn Lys Thr He He Gly Val Ser Val Leu 
595 600 605 

Ser Val Leu Val Val Ser Val Val Ala Val Leu Val Tyr Lys Phe Tvr 
610 615 620 

Phe His Leu Met Leu Leu Ala Gly Cys He Lys Tyr Gly Arg Gly Glu 
625 630 635 640 

Asn Val Tyr Asp Ala Phe Val He Tyr Ser Ser Gin Asp Glu Asp Trp 
645 650 655 

Val Arg Asn Glu Leu Val Lys Asn Leu Glu Glu Gly Val Pro Pro Phe 
660 665 670 

Gin Leu Cys Leu His Tyr Arg Asp Phe He Pro Gly Val Ala He Ala 
675 680 685 
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Ala Asn lie lie His Glu Gly Phe His Lys Ser Arg Lys Val lie Val 
690 695 700 

Val Val Ser Gin His Phe lie Gin Ser Arg Trp Cys lie Phe Glu Tyr 
705 710 715 720 

Glu He Ala Gin Thr Trp Gin Phe Leu Ser Ser Arg Ala Gly He He 
725 730 735 

Phe He Val Leu Gin Lys Val Glu Lys Thr Leu Leu Arg Gin Gin Val 
740 745 750 

Glu Leu Tyr Arg Leu Leu Ser Arg Asn Thr Tyr Leu Glu Trp Glu Asp 
755 760 765 

Ser Val Leu Gly Arg His He Phe Trp Arg Arg Leu Arg Lys Ala Leu 
770 775 780 

Leu Asp Gly Lys Ser Trp Asn Pro Glu Gly Thr Val Gly Thr Gly Cvs 
785 790 795 800 

Asn Trp Gin Glu Ala Thr Ser He 
805 



<210> 7 

<211> 2406 

<212> DNA 

<213> Hylobates lar 

<400> 7 



gtggttccta 


acattactta 


tcaatgcatg 


gagctgaatt 


tctacaaaat 


ccccgacaac 


60 


ctccccttct 


caaccaagaa 


cctggacctg 


agctttaatc 


ccctgaggca 


tttaggcagc 


120 


tatagcttct 


tcagtttccc 


agaactgcag 


gtgctggatt 


tatccaggtg 


tgaaatccag 


180 


acaattgaag 


atggggcata 


tcagagccta 


agcctcctct 


ccaccttaat 


attgacagga 


240 


aaccccatcc 


agagtttagc 


tctgggagcc 


ttttctggac 


tatcaagttt 


acagaagcta 


300 


gtggctgtgg 


agacaaatct 


agcatctcta 


gagaacttcc 


ccattggaca 


tctcaaaact 


360 


ttgaaagaac 


ttaatgtggc 


tcacaatctt 


atccaatctt 


tcaaattacc 


tgagtatttt 


420 


tctaatctga 


ccaatctaga 


gcacttggac 


ctttccagca 


acaagattca 


aagtatttat 


480 


tgcaaagact 


tgcaggttct 


acatcaaatg 


cccctactca 


atctctcttt 


agacctgtcc 


540 


ctgaacccta 


tgaactttat 


ccaaccaggt 


gcatttaaag 


aaattagcct 


tcrtaagctg 


600 


actttaagaa 


ataattttga 


tagtttaaat 


gtaatgaaaa 


cttgtattca 


aggtctggct 


660 
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ggtttagaag 


tccatcgttt 


ggttctggga 


gaatttagaa 


atgaaggaaa 


cttggaagag 


720 


tttgacaaat 


ctgctctaga 


gggcctgtgc 


aatttgacca 


ttgaagaatt 


ccgattagca 


780 


tacttagacc 


actacctcga 


tgatattatt 


gacttattta 


attgtttggc 


aaatgtttct 


840 


tcattttccc 


tggtgagtgt 


gactattaaa 


agggtagaag 


acttttctta 


taatttcgga 


900 


tggcaacatt 


tagaattagt 


taactgtaaa 


tttggacagt 


ttcccacatt 


gaacctcaaa 


960 


tctctcaaaa 


ggcttacttt 


cactgccaac 


agaggtggga 


atgctttt tc 


agaagttgat 


1020 


ctaccaagcc 


ttgagtttct 


agatctcagt 


agaaatggct 


tgagtttcaa 


aggttgctgt 


1080 


tctcaaagtg 


attttgggac 


aaacagccta 


aagtatttag 


atctgagctt 


caatgatgtt 


1140 


attaccatga 


gttcaaactt 


cttgggctta 


gaacagctag 


aacatctgga 


tttgcagcat 


1200 


tccaatttga 


aacaaatgag 


tgaattttca 


gtattcctat 


cactcagaaa 


cctcatttac 


1260 


cttgacattt 


ctcatactca 


caccagagtt 


gctttcaatg 


gcatcttcaa 


tggcttgtcc 


1320 


aatctcgaag 


tcttgaaaat 


ggctggcaat 


tctttccagg 


aaaacttcct 


tccagatatc 


1380 


ttcacagagc 


tgagaaactt 


gaccttcctg 


gacctctctc 


agtgtcaact 


ggagcaattg 


1440 


tctccaacag 


catttaactc 


actctccagt 


cttcaggtac 


taaatatgag 


ccacaacaac 


' 1500 


ttcttttcat 


tggatacgtt 


tccttataag 


tgtctgaact 


ccctccaggt 


tcttgattac 


1560 


agtctcaatc 


acataatgac 


ttccaaaaaa 


caggaactac 


agcgttttcc 


aagtagtcta 


1620 


gccttcttaa 


atcttactca 


gaatgacttt 


gcttgtactt 


gtgaacacga 


gagtttcctg 


1680 


cagtggatca 


aggaccagag 


gcagctcttg 


gtggaagttg 


aacgaatgga 


atgtgcaaca 


1740 


ccttcagata 


agcagggcat 


gcctgtgctg 


agtttgaata 


tcacctgtca 


gatgaataag 


1800 


accatcattg 


gtgtgtcagt 


cctcagtgtg 


cttgtagtat 


ctgttgtagc 


agttctggtc 


1860 


tataagttct 


attttcacct 


gatgcttctt 


gctggctgca 


tgaagtatgg 


tagaggtgaa 


1920 


aacacctatg 


atgcctttgt 


tatctactcc 


agccaggatg 


aggactgggt 


aaggaatgag 


1980 


ctagtaaaga 


atttagaaga 


aggggtgcct 


ccctttcagc 


tctgccttca 


ctacagagac 


2040 


tttattccyg 


gtgtggccat 


tgctgccaac 


atcatccatg 


aaggtttcca 


taaaagccga 


2100 


aaggtgattg 


ttgtggtgtc 


ccagcacttc 


atccagagcc 


gctggtgtat 


ctttgagtat 


2160 


gagattgctc 


agacctggca 


gtttctgagc 


agtcatgctg 


ggatcatctt 


cattgtcctg 


2220 


cagaaggtgg 


agaagaccct 


gctcaggcag 


caggtggagc 


tgtaccgcct 


tctcagcagg 


2280 


aacacttacc 


tggagtggga 


ggatagtgtc 


ctggggcggc 


acattttctg 


gagacgactc 


2340 


agaaaagccc 


tgctggatgg 


taaatcatgg 


aatccagaag 


gaacagtggg 


tacaggatgc 


2400 


aattag 












2406 
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<210> 8 

<211> 2406 

<212> DNA 

<213> Hylobates lar 



<220> 

<221> CDS 

<222> (1) . . (2406) 



<400> 8 

gtg gtt cct aac att act tat caa tgc atg gag ctg aat ttc tac aaa 

Val Val Pro Asn He Thr Tyr Gin Cys Met Glu Leu Asn Phe Tyr Lys 
1 5 10 



15 



ate ccc gac aac etc ccc ttc tea ace aag aac ctg gac ctg age ttt 
He Pro Asp Asn Leu Pro Phe Ser Thr- Lys Asn Leu Asp Leu Ser Phe 
20 25 30 

aat ccc ctg agg cat tta ggc age tat age ttc ttc agt ttc cea gaa 
Asn Pro Leu Arg His Leu Gly Ser Tyr Ser Phe Phe Ser Phe Pro Glu 
35 40 45 

ctg cag gtg ctg gat tta tee agg tgt gaa ate eag aca att gaa gat 
Leu Gin Val Leu Asp Leu Ser Arg Cys Glu He Gin Thr He Glu Aso 
50 55 60 

ggg gca tat cag age eta age etc etc tec ace tta ata ttg aca gga 
Gly Ala Tyr Gin Ser Leu Ser Leu Leu Ser Thr Leu He Leu Thr Gly 

70 75 80 



175 



gac ctg tec ctg aac cct atg aac ttt ate caa cea ggt gca ttt 
'.e-j Asr Leu Ser Leu Asn Pro Met Asn Phe He Gin Pro Gly Ala Phe 
180 185 190 



48 



96 



144 



192 



240 



aac ccc ate eag agt tta get ctg gga gee ttt tct gga eta tea agt 288 
Asn Pro He Gin Ser Leu Ala Leu Gly Ala Phe Ser Gly Leu Ser Ser 
85 90 95 

tta eag aag eta gtg get gtg gag aca aat eta gca tct eta gag aac 
Leu Gin Lys Leu Val Ala Val Glu Thr Asn Leu Ala Ser Leu Glu Asn 
100 105 

ttc eee att gga cat etc aaa act ttg aaa gaa ett aat gtg get eac 
Phe Pro He Gly His Leu Lys Thr Leu Lys Glu Leu Asn Val Ala His 
115 120 125 

aat ctt ate caa tct ttc aaa tta cct gag tat ttt tct aat ctg ace 
Asn Leu He Gin Ser Phe Lys Leu Pro Glu Tyr Phe Ser Asn Leu Thr 
130 135 140 

aat eta gag eac ttg gac ctt tec age aac aag att caa agt att tat 
Asn Leu Glu His Leu Asp Leu Ser Ser Asn Lys He Gin Ser He Tvr 

150 155 160 

tgc aaa gac ttg eag gtt eta cat caa atg ccc eta etc aat etc tct 
Cys Lys Asp Leu Gin Val Leu His Gin Met Pro Leu Leu Asn Leu Ser 
165 170 



336 



384 



432 



480 



528 



576 
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aaa gaa att age ctt crt aag ctg act tta aga aat aat ttt gat agt 624 
Lys Glu He Ser Leu Xaa Lys Leu Thr Leu Arg Asn Asn Phe Asp Ser 
195 200 205 

tta aat gta atg aaa act tgt att caa ggt ctg get ggt tta gaa gtc 672 
Leu Asn Val Met Lys Thr Cys He Gin Gly Leu Ala Gly Leu Glu Val 
210 215 220 

cat cgt ttg gtt ctg gga gaa ttt aga aat gaa gga aac ttg gaa gag 720 
His Arg Leu Val Leu Gly Glu Phe Arg Asn Glu Gly Asn Leu Glu Glu 
225 230 235 240 

ttt gac aaa tet get eta gag ggc ctg tgc aat ttg acc att gaa gaa 768 
Phe Asp Lys Ser Ala Leu Glu Gly Leu Cys Asn Leu Thr He Glu Glu 
245 250 255 

ttc cga tta gca tac tta gae cac tac etc gat gat att att gac tta 816 
Phe Arg Leu Ala Tyr Leu Asp His Tyr Leu Asp Asp He He Asp Leu 
260 265 270 

ttt aat tgt ttg gca aat gtt tet tea ttt tee ctg gtg agt gtg act 864 
Phe Asn Cys Leu Ala Asn Val Ser Ser Phe Ser Leu Val Ser Val Thr 
275 280 285 

att aaa agg gta gaa gac ttt tet tat aat ttc gga tgg caa cat tta 912 
He Lys Arg Val Glu Asp Phe Ser Tyr Asn Phe Gly Trp Gin His Leu 
290 295 300 

gaa tta gtt aac tgt aaa ttt gga eag ttt ccc aca ttg aac etc aaa 960 
Glu Leu Val Asn Cys Lys Phe Gly Gin Phe Pro Thr Leu Asn Leu Lvs 
305 310 315 320 

tet etc aaa agg ett act ttc act gee aac aga ggt ggg aat get ttt 1008 
Ser Leu Lys Arg Leu Thr Phe Thr Ala Asn Arg Gly Gly Asn Ala Phe 
325 330 335 

tea gaa gtt gat eta cca age ctt gag ttt eta gat etc agt aga aat 1056 
Ser Glu Val Asp Leu Pro Ser Leu Glu Phe Leu Asp Leu Ser Arg Asn 
340 345 350 

ggc ttg agt ttc aaa ggt tgc tgt tet caa agt gat ttt ggg aca aac 1104 
Gly Leu Ser Phe Lys Gly Cys Cys Ser Gin Ser Asp Phe Gly Thr Asn 
355 360 365 

age eta aag tat tta gat ctg age ttc aat gat gtt att acc atg agt 
Ser Leu Lys Tyr Leu Asp Leu Ser Phe Asn Asp Val He Thr Met Ser 
370 375 380 

tea aac ttc ttg ggc tta gaa eag eta gaa eat ctg gat ttg eag eat 
Ser Asn Phe Leu Gly Leu Glu Gin Leu Glu His Leu Asp Leu Gin His 
385 390 395 400 

tec aat ttg aaa caa atg agt gaa ttt tea gta ttc eta tea etc aga 
Ser Asn Leu Lys Gin Met Ser Glu Phe Ser Val Phe Leu Ser Leu Arg 
405 410 415 

aac etc att tac ctt gac att tet cat act cac acc aga gtt get ttc 
Asn Leu He Tyr Leu Asp He Ser His Thr His Thr Arg Val Ala Phe 
420 425 430 



1152 



1200 



1248 



1296 
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aat ggc ate ttc aat ggc ttg tec aat etc gaa gtc ttg aaa atg act 
Gly lie Phe Asn Gly Leu Ser Asn Leu Glu Val Leu Lys Met Ala 
435 440 



445 



ggc aat tct ttc cag gaa aac ttc ctt cea gat ate ttc aca gag ctg 
Gly Asn Ser Phe Gin Glu Asn Phe Leu Pro Asp He Phe Thr Glu Leu 
450 455 



460 



aga aac ttg acc ttc ctg gac etc tct cag tgt caa ctg gag eaa ttq 

Arg Asn Leu Thr Phe Leu Asp Leu Ser Gin Cys Gin Leu Glu Gin Leu 

470 

IT ^^"^ ^^"^ '^^^ ctt cag gta eta aat atg 

Ser Pro Thr Ala Phe Asn Ser Leu Ser Ser Leu Gin Val Leu Asn Me? 

485 490 495 

age cac aac aac ttc ttt tea ttg gat acg ttt cet tat aag tgt ctg 
Ser His Asn Asn Phe Phe Ser Leu Asp Thr Phe Pro Tyr Lys cCs Leu 
500 505 510 

aac tee etc cag gtt ctt gat tac agt etc aat cac ata atg act tec 
Asn Ser Leu Gin Val Leu Asp Tyr Ser Leu Asn His He Met Thr Ser 

520 525 

aaa aaa cag gaa eta cag cgt ttt cea agt agt eta gee ttc tta aat 
Lys Lys Gin Glu Leu Gin Arg Phe Pro Ser Ser Leu Ala Phe Leu Asn 

535 540 

IT ^^"^ '^''^ ^g'^ '^ac gag agt ttc ctg 

Leu Thr Gin Asn Asp Phe Ala Cys Thr Cys Glu His Glu Ser Phe Leu 

550 555 560 



r?n ll^ T^'' f^^ ^f^ "^"^ "5 ^'^5 gtt gaa cga atg 

Gin Trp He Lys Asp Gin Arg Gin Leu Leu Val Glu Val Glu Arg Met 



565 570 



575 



gaa tgt gca aca cet tea gat aag cag ggc atg cet gtg ctg agt ttg 
Glu Cys Ala Thr Pro Ser Asp Lys Gin Gly Met Pro Vai Leu Ser III 
580 585 



590 



t T?"" -w*" ""^^ acc ate att ggt gtg tea gtc etc 

Asn He Thr Cys Gin Met Asn Lys Thr He He Gly Val Ser ?a^ Leu 
595 600 605 

agt gtg ctt gta gta tct gtt gta gca gtt ctg gtc tat aag ttc tat 
Ser val Leu Val Val Ser Val Val Ala Val LeG ?al Tyr Lyf pJe Jyr 

blO 615 



620 



1344 



1392 



1440 



1488 



1536 



1584 



1632 



1680 



1728 



1776 



1824 



1872 



ttt cac ctg atg ctt ctt get ggc tgc atg aag tat ggt aga ggt gaa 
Phe Hxs Leu Met Leu Leu Ala Gly Cys Met Lys Tyr Gly Arg lly llu 

"0 635 640 

^k"" ^^"^ ^" gat gag gac tag 

Asn Thr Tyr Asp Ala Phe Val He Tyr Ser Ser Gin Asp Glu Isp itl 

650 655 

gta agg aat gag eta gta aag aat tta gaa gaa ggg gtg cet ccc ttt POi 
Vax Arg Asn Glu Leu Val Lys Asn Leu Glu Glu cfy ?a? Pro Pro Phe 

665 670 



1920 



1968 
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cag etc tgc ctt cac tac aga gac ttt att ccy ggt gtg gcc att get 2064 
Gin Leu Cys Leu His Tyr Arg Asp Phe lie Xaa Gly Val Ala lie Ala 
675 680 685 

gcc aac ate. ate cat gaa ggt ttc cat aaa age ega aag gtg att gtt 2112 
Ala Asn lie lie His Glu Gly Phe His Lys Ser Arg Lys Val lie Val 
690 695 700 

gtg gtg tec cag cac ttc ate cag age cgc tgg tgt ate ttt gag tat 2160 
Val Val Ser Gin His Phe He Gin Ser Arg Trp Cys lie Phe Glu Tyr 
705 710 715 720 

gag att get cag ace tgg cag ttt ctg age agt eat get ggg ate ate 2208 
Glu He Ala Gin Thr Trp Gin Phe Leu Ser Ser His Ala Gly He He 
725 730 735 

ttc att gtc ctg cag aag gtg gag aag acc ctg etc agg cag cag gtg 2256 
Phe He Val Leu Gin Lys Val Glu Lys Thr Leu Leu Arg Gin Gin Val 
740 745 750 

gag ctg tac cgc ctt etc age agg aac act tac ctg gag tgg gag gat 2304 
Glu Leu Tyr Arg Leu Leu Ser Arg Asn Thr Tyr Leu Glu Trp Glu Asp 
755 760 765 

agt gtc ctg ggg egg cac att ttc tgg aga ega etc aga aaa gcc ctg 2352 
Ser Val Leu Gly Arg His He Phe Trp Arg Arg Leu Arg Lys Ala Leu 
770 775 780 

ctg gat ggt aaa tea tgg aat cea gaa gga aca gtg ggt aca gga tgc 2400 
Leu Asp Gly Lys Ser Trp Asn Pro Glu Gly Thr Val Gly Thr Gly Cys 
785 790 795 800 

aat tag 2406 
Asn 



<210> 9 

<211> 801 

<212> PRT 

<213> Hylobates lar 
<220> 

<221> inise_f eature 

<222> (198) . . (198) 

<223> The 'Xaa* at location 198 stands for Arg, or His. 
<220> 

<221> misc_f eature 

<222> (683) . . (683) 

<223> The 'Xaa' at location 683 stands for Pro. 



<400> 9 



Val Val Pro Asn He Thr Tyr Gin Cys Met Glu Leu Asn Phe Tyr Lys 
15 10 15 
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lie Pro Asp Asn Leu Pro Phe Ser Thr Lys Asn Leu Asp Leu Ser Phe 
20 25 30 

Asn Pro Leu Arg His Leu Gly Ser Tyr Ser Phe Phe Ser Phe Pro Glu 
35 40 45 

Leu Gin Val Leu Asp Leu Ser Arg Cys Glu lie Gin Thr lie Glu Asp 
50 55 60 

Gly Ala Tyr Gin Ser Leu Ser Leu Leu Ser Thr Leu He Leu Thr Gly 
65 70 75 80 

Asn Pro He Gin Ser Leu Ala Leu Gly Ala Phe Ser Gly Leu Ser Ser 
85 90 95 

Leu Gin Lys Leu Val Ala Val Glu Thr Asn Leu Ala Ser Leu Glu Asn 
100 105 110 

Phe Pro He Gly His Leu Lys Thr Leu Lys Glu Leu Asn Val Ala His 
115 120 125 

Asn Leu He Gin Ser Phe Lys Leu Pro Glu Tyr Phe Ser Asn Leu Thr 
130 135 140 

Asn Leu Glu His Leu Asp Leu Ser Ser Asn Lys He Gin Ser He Tyr 
145 150 155 160 

Cys Lys Asp Leu Gin Val Leu His Gin Met Pro Leu Leu Asn Leu Ser 
165 170 175 

Leu Asp Leu Ser Leu Asn Pro Met Asn Phe He Gin Pro Gly Ala Phe 
180 185 190 

Lys Glu He Ser Leu Xaa Lys Leu Thr Leu Arg Asn Asn Phe Asp Ser 
195 200 205 

Leu Asn Val Met Lys Thr Cys He Gin Gly Leu Ala Gly Leu Glu Val 
210 215 220 

His Arg Leu Val Leu Gly Glu Phe Arg Asn Glu Gly Asn Leu Glu Glu 
225 230 235 240 

Phe Asp Lys Ser Ala Leu Glu Gly Leu Cys Asn Leu Thr He Glu Glu 
245 250 255 
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Phe Arg Leu Ala Tyr Leu Asp His Tyr Leu Asp Asp lie lie Asp Leu 
260 265 270 



Phe Asn Cys Leu Ala Asn Val Ser Ser Phe Ser Leu Val Ser Val Thr 
275 280 285 



lie Lys Arg Val Glu Asp Phe Ser Tyr Asn Phe Gly Trp Gin His Leu 
290 295 . 300 



Glu Leu Val Asn Cys Lys Phe Gly Gin Phe Pro Thr Leu Asn Leu Lys 
305 310 315 320 



Ser Leu Lys Arg Leu Thr Phe Thr Ala Asn Arg Gly Gly Asn Ala Phe 
325 330 335 



Ser Glu Val Asp Leu Pro Ser Leu Glu Phe Leu Asp Leu Ser Arg Asn 
340 345 350 



Gly Leu Ser Phe Lys Gly Cys Cys Ser Gin Ser Asp Phe Gly Thr Asn 
355 360 365 



Ser Leu Lys Tyr Leu Asp Leu Ser Phe Asn Asp Val lie Thr Met Ser 
370 375 380 



Ser Asn Phe Leu Gly Leu Glu Gin Leu Glu His Leu Asp Leu Gin His 
385 390 395 400 



Ser Asn Leu Lys Gin Met Ser Glu Phe Ser Val Phe Leu Ser Leu Arg 
405 410 415 



Asn Leu lie Tyr Leu Asp lie Ser His Thr His Thr Arg Val Ala Phe 
420 425 430 



Asn Gly lie Phe Asn Gly Leu Ser Asn Leu Glu Val Leu Lys Met Ala 
435 440 445 



Gly Asn Ser Phe Gin Glu Asn Phe Leu Pro Asp lie Phe Thr Glu Leu 
450 455 460 



Arg Asn Leu Thr Phe Leu Asp Leu Ser Gin Cys Gin Leu Glu Gin Leu 
465 470 475 480 



Ser Pro Thr Ala Phe Asn Ser Leu Ser Ser Leu Gin Val Leu Asn Met 
485 490 495 
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Ser His Asn Asn Phe Phe Ser Leu Asp Thr Phe Pro Tyr Lys Cys Leu 
500 505 510 

Asn Ser Leu Gin Val Leu Asp Tyr Ser Leu Asn His He Met Thr Ser 
515 520 525 

Lys Lys Gin Glu Leu Gin Arg Phe Pro Ser Ser Leu Ala Phe Leu Asn 
530 535 540 

Leu Thr Gin Asn Asp Phe Ala Cys Thr Cys Glu His Glu Ser Phe Leu 

550 555 

Gin Trp He Lys Asp Gin Arg Gin Leu Leu Val Glu Val Glu Arg Met 
565 570 575 

Glu Cys Ala Thr Pro Ser Asp Lys Gin Gly Met Pro Val Leu Ser Leu 
580 585 590 

Asn He Thr Cys Gin Met Asn Lys Thr He He Gly Val Ser Val Leu 
595 600 605 

Ser Val Leu Val Val Ser Val Val Ala Val Leu Val Tyr Lys Phe Tyr 
olO 615 620 

Phe His Leu Met Leu Leu Ala Gly Cys Met Lys Tyr Gly Arg Gly Glu 

630 635 640 

Asn Thr Tyr Asp Ala Phe Val He Tyr Ser Ser Gin Asp Glu Asp Trp 
645 650 655 

Val Arg Asn Glu Leu Val Lys Asn Leu Glu Glu Gly Val Pro Pro Phe 
660 665 670 

Gin Leu Cys Leu His Tyr Arg Asp Phe He Xaa Gly Val Ala He Ala 

680 685 

Ale. Asn He He His Glu Gly Phe His Lys Ser Arg Lys Val He Val 

695 700 

Val Val Ser Gin His Phe He Gin Ser Arg Trp Cys He Phe Glu Tyr 

■'lO 715 720 

•:-'v lie Ala Gin Thr Trp Gin Phe Leu Ser Ser His Ala Gly He He 
725 730 735 
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Phe lie Val Leu Gin Lys Val Glu Lys Thr Leu Leu Arg Gin Gin Val 
740 745 750 

Glu Leu Tyr Arg Leu Leu Ser Arg Asn Thr Tyr Leu Glu Trp Glu Asp 
755 760 . 765 

Ser Val Leu Gly Arg His lie Phe Trp Arg Arg Leu Arg Lys Ala Leu 
770 775 780 

Leu Asp Gly Lys Ser Trp Asn Pro Glu Gly Thr Val Gly Thr Gly Cys 
785 790 795 800 

Asn 



<210> 10 
<211> 2388 
<212> DNA 

<213> Macaca mulatta 
<400> 10 

gtggttccta atattactta tcaatgcatg gagctgaatt tctacaaaat ccccgacaac 60 

ctccccttct caaccaagaa cctggacctg agctttaatc ccctgaggca tttaggcagc 120 

tatagcttct tcagtttccc agaactgcag gtgctggatt tatccaggtg tgaaatccag 180 

acaattgaag atggggcata tcagagccta agccacctct ccactttaat attgacagga 240 

aaccccatcc agagtttagc cctgggagcc ttttctggac tatcaagttt acagaagctg 300 

gtggctgtgg agacaaatct agcatctcta gagaacttcc ccattggaca tctcaaaact 360 

ttgaaagaac ttaatgtggc tcacaatctt atccagtctt tcaaattacc tgagtatttt 420 

tctaatctga ccaatctaga gcacttggac ctttccagta acaagattca aaatatttat 480 

tgcaaagact tgcaggttct acatcaaatg cccctatcca atctctcttt agacctgtcc 540 

ctgaacccta taaactttat ccaaccaggt gcatttaaag aaattaggct tcataagctg 600 

actttgagaa gtaattttga tgatttaaat gtaatgaaaa cttgtattca aggtctggct 660 

ggtttagaag tccatcgttt ggttctggga gaatttagaa atgaaagaaa cttggaagag 720 

tttgacaaat cttctctgga gggattgtgc aatttgacca ttgaagaatt ccgattaaca 780 

tacttagact actacctcga taatattatt gacttattta attgtttggc aaatgtttct 840 

tcattttccc tggtgagtgt gagtattaaa agggtagaag acttttctta taatttcaga 900 

tggcaacatt tagaattagt taactgtaaa tttgaacagt ttcccacatt ggaactcgaa 960 
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tctctcaaaa ggcttacttt cactgccaac aaaggtggga atgctttttc agaagttgat 1020 

ctaccaagcc ttgagtttct agatctcagt agaaatggct tgagtttcaa aggttgctgt 1080 

tctcaaagtg attttgggac aaccagccta aagtatttag atctgagctt caatgatgtt 1140 

attaccatga gttcaaactt cttgggctta gaaaaactag aacatctgga tttccagcat 1200 

tccaatttga aacagatgag tcaattttca gtattcctat cactcagaaa cctcatttac 1260 

cttgacattt ctcatactca caccagagtt gctttcaatg gcatcttcga tggcttgctc 1320 

agtctcaaag tcttaaaaat ggctggcaat tctttccagg aaaacttcct tccagatatc 1380 

ttcacagatc tgaaaaactt gaccttcctg gacctctctc agtgtcaatt ggagcagttg 1440 

tctccaacag catttgacac actcaacaag cttcaggtac taaatatgag ccacaacaac 1500 

ttcttttcat tggatacgtt tccttataag tgtctgccct ccctccaggt tctcgattac 1560 

agtctcaatc acataatgac ttccaacaac caggaactac agcattttcc aagtagtcta 1620 

gctttcttaa atcttactca gaatgacttt gcttgtactt gtgaacacca gagtttcctg 1680 

cagtggatca aggaccagag gcagctcttg gtggaagctg aacgaatgga atgtgcaaca 1740 

ccttcagata aacagggcat gccggtgctg agtttgaata ttacctgtca gatgaataag 1800 

accatcattg gtgtgtctgt gttcagtgtg cttgtggtat ctgttgtagc agttctggtc 1860 

tataagttct attttcacct gatgcttctt gctggctgca taaastatgg tagaggtgaa 1920 

aacatctatg atgcctttgt tatctactca agccaggatg aggactgggt aaggaatgaa 1980 

ctagtaaaga atttagaaga aggggtgcct ccctttcagc tctgccttca ctacagagac 2040 

tttattcccg gtgtggccat tgctgcaaac atcatccatg aaggtttcca taaaagccga 2100 

aaggtgattg ttgtggtgtc ccagcacttc atccagagcc gctggtgtat ctttgaatat 2160 

gagattgctc agacctggca gtttctgagc agtcgtgcag gcataatctt cattgtcctg 2220 

cagaaggtgg agaagaccct gctcaggcag caggtggagc tgtaccgcct tctcagcagg 2280 

aacacttacc tggagtggga ggacagtgtc ctggggcagc acatcttctg gagacgactc 234 0 

agaaaagccc tgttggatgg cagatcgtgg aatccagaag aacagtag 2388 

<210> 11 
<211> 2388 
<212> DNA 

<213> Macaca mulatta 
<220> 

<221> CDS 

<222> (1)..(2388) 



28 
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<400> 11 

gtg gtt cct aat att act tat caa tgc atg gag ctg aat ttc tac aaa 48 

Val Val Pro Asn lie Thr Tyr Gin Cys Met Glu Leu Asn Phe Tyr Lys 
15 10 15 

ate ccc gac aac etc ecc ttc tea ace aag aac ctg gae ctg age ttt 96 

lie Pro Asp Asn Leu Pro Phe Ser Thr Lys Asn Leu Asp Leu Ser Phe 
20 25 30 

aat ccc ctg agg cat tta ggc age tat age ttc ttc agt ttc cca gaa 144 

Asn Pro Leu Arg His Leu Gly Ser Tyr Ser Phe Phe Ser Phe Pro Glu 
35 40 45 

ctg eag gtg ctg gat tta tec agg tgt gaa ate eag aca att gaa gat 192 

Leu Gin Val Leu Asp Leu Ser Arg Cys Glu lie Gin Thr lie Glu Asp 

50 55 60 

ggg gca tat cag age eta age eae etc tee act tta ata ttg aca gga 240 

Gly Ala Tyr Gin Ser Leu Ser His Leu Ser Thr Leu lie Leu Thr Gly 
65 70 75 80 

aac ccc ate cag agt tta gee ctg gga gee ttt tet gga eta tea agt 288 

Asn Pro lie Gin Ser Leu Ala Leu Gly Ala Phe Ser Gly Leu Ser Ser 

85 90 95 

tta eag aag ctg gtg get gtg gag aca aat eta gca tet eta gag aac 336 

Leu Gin Lys Leu Val Ala Val Glu Thr Asn Leu Ala Ser Leu Glu Asn 
100 105 110 

ttc ccc att gga cat etc aaa act ttg aaa gaa ctt aat gtg get eac 384 

Phe Pro lie Gly His Leu Lys Thr Leu Lys Glu Leu Asn Val Ala His 
115 120 125 

aat ctt ate cag tet ttc aaa tta cct gag tat ttt tet aat ctg acc 432 

Asn Leu lie Gin Ser Phe Lys Leu Pro Glu Tyr Phe Ser Asn Leu Thr 

130 135 140 

aat eta gag cac ttg gae ctt tec agt aac aag att caa aat att tat 480 

Asn Leu Glu His Leu Asp Leu Ser Ser Asn Lys lie Gin Asn lie Tyr 
145 150 155 160 

tgc aaa gac ttg eag gtt eta cat caa atg ccc eta tec aat etc tet 528 

Cys Lys Asp Leu Gin Val Leu His Gin Met Pro Leu Ser Asn Leu Ser 
165 170 175 

tta gac ctg tec ctg aac cct ata aac ttt ate caa cca ggt gca ttt 576 

Leu Asp Leu Ser Leu Asn Pro lie Asn Phe lie Gin Pro Gly Ala Phe 
180 185 190 

aaa gaa att agg ctt cat aag ctg act ttg aga agt aat ttt gat gat 624 

Lys Glu lie Arg Leu His Lys Leu Thr Leu Arg Ser Asn Phe Asp Asp 
195 200 205 

tta aat gta atg aaa act tgt att caa ggt ctg get ggt tta gaa gtc 672 

Leu Asn Val Met Lys Thr Cys lie Gin Gly Leu Ala Gly Leu Glu Val 

210 215 220 

cat egt ttg gtt ctg gga gaa ttt aga aat gaa aga aac ttg gaa gag 720 

His Arg Leu Val Leu Gly Glu Phe Arg Asn Glu Arg Asn Leu Glu Glu 
225 230 235 240 
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ttt gac aaa tct tct ctg gag gga ttg tgc aat ttg acc att gaa gaa 768 
Phe Asp Lys Ser Ser Leu Glu Gly Leu Cys Asn Leu Thr lie Glu Glu 
245 250 255 

ttc cga tta aca tac tta gac tac tac etc gat aat att att gac tta 816 
Phe Arg Leu Thr Tyr Leu Asp Tyr Tyr Leu Asp Asn lie lie Asp Leu 
260 265 270 

ttt aat tgt ttg gca aat gtt tct tea ttt tec ctg gtg agt gtg agt 864 
Phe Asn Cys Leu Ala Asn Val Ser Ser Phe Ser Leu Val Ser Val Ser 
275 280 285 

att aaa agg gta gaa gac ttt tct tat aat ttc aga tgg caa cat tta 912 
lie Lys Arg Val Glu Asp Phe Ser Tyr Asn Phe Arg Trp Gin His Leu 
290 295 300 

gaa tta gtt aac tgt aaa ttt gaa cag ttt ccc aca ttg gaa etc gaa 960 
Glu Leu Val Asn Cys Lys Phe Glu Gin Phe Pro Thr Leu Glu Leu Glu 
305 310 315 320 

tct etc aaa agg ctt act ttc act gee aac aaa ggt ggg aat get ttt 1008 
Ser Leu Lys Arg Leu Thr Phe Thr Ala Asn Lys Gly Gly Asn Ala Phe 
325 330 335 

tea gaa gtt gat eta cca age ctt gag ttt eta gat etc agt aga aat 1056 
Ser Glu Val Asp Leu Pro Ser Leu Glu Phe Leu Asp Leu Ser Arg Asn 
340 345 350 

ggc ttg agt ttc aaa ggt tgc tgt tct caa agt gat ttt ggg aca acc 1104 
Gly Leu Ser Phe Lys Gly Cys Cys Ser Gin Ser Asp Phe Gly Thr Thr 
355 360 365 

age eta aag tat tta gat ctg age ttc aat gat gtt att acc atg agt 1152 
Ser Leu Lys Tyr Leu Asp Leu Ser Phe Asn Asp Val lie Thr Met Ser 
370 375 380 

tea aac ttc ttg ggc tta gaa aaa eta gaa cat ctg gat ttc cag cat 1200 
Ser Asn Phe Leu Gly Leu Glu Lys Leu Glu His Leu Asp Phe Gin His 
385 390 395 400 

tec aat ttg aaa cag atg agt caa ttt tea gta ttc eta tea etc aga 1248 
Ser Asn Leu Lys Gin Met Ser Gin Phe Ser Val Phe Leu Ser Leu Arg 
405 410 415 

aac etc att tac ctt gac att tct cat act cac acc aga gtt get ttc 1296 
Asn Leu lie Tyr Leu Asp lie Ser His Thr His Thr Arg Val Ala Phe 
420 425 430 

aat ggc ate ttc gat ggc ttg etc agt etc aaa gte tta aaa atg get 1344 
Asn Gly lie Phe Asp Gly Leu Leu Ser Leu Lys Val Leu Lys Met Ala 
435 440 445 

ggc aat tct ttc cag gaa aac ttc ctt cca gat ate ttc aca gat ctg 1392 
Gly Asn Ser Phe Gin Glu Asn Phe Leu Pro Asp lie Phe Thr Asp Leu 
450 455 460 

aaa aac ttg ace ttc ctg gac etc tct cag tgt caa ttg gag cag ttg 1440 
Lys Asn Leu Thr Phe Leu Asp Leu Ser Gin Cys Gin Leu Glu Gin Leu 
465 470 475 480 
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tct cca aca gca ttt gac aca etc aac aag ctt cag gta eta aat atg 1488 
Ser Pro Thr Ala Phe Asp Thr Leu Asn Lys Leu Gin Val Leu Asn Met 
485 490 495 

age cac aac aac ttc ttt tea ttg gat acg ttt cct tat aag tgt ctg 1536 
Ser His Asn Asn Phe Phe Ser Leu Asp Thr Phe Pro Tyr Lys Cys Leu 
500 505 510 

ccc tec etc cag gtt etc gat tac agt etc aat cac ata atg act tec 1584 
Pro Ser Leu Gin Val Leu Asp Tyr Ser Leu Asn His lie Met Thr Ser 
515 520 525 

aac aac cag gaa eta cag cat ttt cca agt agt eta get ttc tta aat 1632 
Asn Asn Gin Glu Leu Gin His Phe Pro Ser Ser Leu Ala Phe Leu Asn 
530 535 540 

ctt act cag aat gac ttt get tgt act tgt gaa cac cag agt ttc ctg 1680 
Leu Thr Gin Asn Asp Phe Ala Cys Thr Cys Glu His Gin Ser Phe Leu 
545 550 555 560 

cag tgg ate aag gac cag agg cag etc ttg gtg gaa get gaa ega atg 1728 
Gin Trp lie Lys Asp Gin Arg Gin Leu Leu Val Glu Ala Glu Arg Met 
565 570 575 

gaa tgt gca aca cct tea gat aaa cag ggc atg eeg gtg ctg agt ttg 1776 
Glu Cys Ala Thr Pro Ser Asp Lys Gin Gly Met Pro Val Leu Ser Leu 
580 585 590 

aat att acc tgt cag atg aat aag acc ate att ggt gtg tct gtg ttc 1824 
Asn lie Thr Cys Gin Met Asn Lys Thr lie lie Gly Val Ser Val Phe 
595 600 605 

agt gtg ctt gtg gta tct gtt gta gca gtt ctg gte tat aag ttc tat 1872 
Ser Val Leu Val Val Ser Val Val Ala Val Leu Val Tyr Lys Phe Tyr 
610 615 620 

ttt cac ctg atg ctt ctt get ggc tge ata aas tat ggt aga ggt gaa 1920 
Phe His Leu Met Leu Leu Ala Gly Cys lie Xaa Tyr Gly Arg Gly Glu 
625 630 635 640 

aac ate tat gat gcc ttt gtt ate tac tea age cag gat gag gac tgg 1968 
Asn lie Tyr Asp Ala Phe Val lie Tyr Ser Ser Gin Asp Glu Asp Trp 
645 650 655 

gta agg aat gaa eta gta aag aat tta gaa gaa ggg gtg cct ccc ttt 2016 
Val Arg Asn Glu Leu Val Lys Asn Leu Glu Glu Gly Val Pro Pro Phe 
660 665 670 

cag etc tge ctt cac tac aga gac ttt att ccc ggt gtg gcc att get 2064 
Gin Leu Cys Leu His Tyr Arg Asp Phe lie Pro Gly Val Ala lie Ala 
675 680 685 

gca aac ate ate eat gaa ggt ttc eat aaa age ega aag gtg att gtt 2112 
Ala Asn lie lie His Glu Gly Phe His Lys Ser Arg Lys Val lie Val 
690 695 700 

gtg gtg tec cag cac ttc ate cag age cge tgg tgt ate ttt gaa tat 2160 
Val Val Ser Gin His Phe lie Gin Ser Arg Trp Cys lie Phe Glu Tyr 
705 710 715 720 
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gag att get cag acc tgg cag ttt ctg age agt egt gca gge ata ate 2208 
Glu lie Ala Gin Thr Trp Gin Phe Leu Ser Ser Arg Ala Gly lie lie 
725 730 735 

tte att gtc ctg cag aag gtg gag aag acc ctg etc agg cag cag gtg 2256 
Phe lie Val Leu Gin Lys Val Glu Lys Thr Leu Leu Arg Gin Gin Val 
740 745 750 

gag ctg tac cgc ctt etc age agg aac act tac ctg gag tgg gag gae 2304 
Glu Leu Tyr Arg Leu Leu Ser Arg Asn Thr Tyr Leu Glu Trp Glu Asp 
755 760 765 

agt gtc ctg ggg cag cac ate tte tgg aga cga etc aga aaa gee ctg 2352 
Ser Val Leu Gly Gin His lie Phe Trp Arg Arg Leu Arg Lys Ala Leu 
770 775 780 

ttg gat ggc aga teg tgg aat eca gaa gaa cag tag 2388 
Leu Asp Gly Arg Ser Trp Asn Pro Glu Glu Gin 

795 



785 


790 


<210> 


12 


<211> 


795 


<212> 


PRT 


<213> 


Macaca mulatta 


<220> 




<221> 


misc feature 


<222> 


(635) . . (635) 


<223> 


The 'Xaa' at location 


<400> 


12 



Val Val Pro Asn lie Thr Tyr Gin Cys Met Glu Leu Asn Phe Tyr Lys 
15 10 15 



lie Pro Asp Asn Leu Pro Phe Ser Thr Lys Asn Leu Asp Leu Ser Phe 
20 25 30 



Asn Pro Leu Arg His Leu Gly Ser Tyr Ser Phe Phe Ser Phe Pro Glu 
35 40 45 



Leu Gin Val Leu Asp Leu Ser Arg Cys Glu lie Gin Thr lie Glu Asp 
50 55 60 



;'iv Ala Tvr Gin Ser Leu Ser His Leu Ser Thr Leu lie Leu Thr Gly 
is' ' 70 75 80 



Asn Pro lie Gin Ser Leu Ala Leu Gly Ala Phe Ser Gly Leu Ser Ser 
85 90 95 



C'l- Lys Leu Val Ala Val Glu Thr Asn Leu Ala Ser Leu Glu Asn 
100 105 110 
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Phe Pro lie Gly His Leu Lys Thr Leu Lys Glu Leu Asn Val Ala His 
115 120 125 



Asn Leu lie Gin Ser Phe Lys Leu Pro Glu Tyr Phe Ser Asn Leu Thr 
130 135 140 



Asn Leu Glu His Leu Asp Leu Ser Ser Asn Lys lie Gin Asn lie Tyr 
145 150 155 160 



Cys Lys Asp Leu Gin Val Leu His Gin Met Pro Leu Ser Asn Leu Ser 
165 170 175 



Leu Asp Leu Ser Leu Asn Pro lie Asn Phe lie Gin Pro Gly Ala Phe 
180 185 190 



Lys Glu lie Arg Leu His Lys Leu Thr Leu Arg Ser Asn Phe Asp Asp 
195 200 205 



Leu Asn Val Met Lys Thr Cys lie Gin Gly Leu Ala Gly Leu Glu Val 
210 215 220 



His Arg Leu Val Leu Gly Glu Phe Arg Asn Glu Arg Asn Leu Glu Glu 
225 230 235 240 



Phe Asp Lys Ser Ser Leu Glu Gly Leu Cys Asn Leu Thr lie Glu Glu 
245 250 255 



Phe Arg Leu Thr Tyr Leu Asp Tyr Tyr Leu Asp Asn lie lie Asp Leu 
260 265 270 



Phe Asn Cys Leu Ala Asn Val Ser Ser Phe Ser Leu Val Ser Val Ser 
275 280 285 



lie Lys Arg Val Glu Asp Phe Ser Tyr Asn Phe Arg Trp Gin His Leu 
290 295 300 



Glu Leu Val Asn Cys Lys Phe Glu Gin Phe Pro Thr Leu Glu Leu Glu 
305 310 315 320 



Ser Leu Lys Arg Leu Thr Phe Thr Ala Asn Lys Gly Gly Asn Ala Phe 
325 330 335 



Ser Glu Val Asp Leu Pro Ser Leu Glu Phe Leu Asp Leu Ser Arg Asn 
340 345 350 



33 



wo 2004/042365 ^^T/US2003/036247 



Gly Leu Ser Phe Lys Gly Cys Cys Ser Gin Ser Asp Phe Gly Thr Thr 
355 360 365 



Ser Leu Lys Tyr Leu Asp Leu Ser Phe Asn Asp Val lie Thr Met Ser 
370 375 380 



Ser Asn Phe Leu Gly Leu Glu Lys Leu Glu His Leu Asp Phe Gin His 
385 390 395 400 



Ser Asn Leu Lys Gin Met Ser Gin Phe Ser Val Phe Leu Ser Leu Arg 
405 410 415 



Asn Leu lie Tyr Leu Asp lie Ser His Thr His Thr Arg Val Ala Phe 
420 425 430 



Asn Gly lie Phe Asp Gly Leu Leu Ser Leu Lys Val Leu Lys Met Ala 
435 440 445 



Gly Asn Ser Phe Gin Glu Asn Phe Leu Pro Asp lie Phe Thr Asp Leu 
450 455 460 



Lys Asn Leu Thr Phe Leu Asp Leu Ser Gin Cys Gin Leu Glu Gin Leu 
465 470 475 480 



Ser Pro Thr Ala Phe Asp Thr Leu Asn Lys Leu Gin Val Leu Asn Met 
485 490 495 



Ser His Asn Asn Phe Phe Ser Leu Asp Thr Phe Pro Tyr Lys Cys Leu 
500 505 510 



Pro Ser Leu Gin Val Leu Asp Tyr Ser Leu Asn His lie Met Thr Ser 
515 520 525 



Asn Asn Gin Glu Leu Gin His Phe Pro Ser Ser Leu Ala Phe Leu Asn 
530 535 540 



Leu Thr Gin Asn Asp Phe Ala Cys Thr Cys Glu His Gin Ser Phe Leu 
545 550 555 560 



Gin Trp He Lys Asp Gin Arg Gin Leu Leu Val Glu Ala Glu Arg Met 
565 570 575 



Glu Cys Ala Thr Pro Ser Asp Lys Gin Gly Met Pro Val Leu Ser Leu 
580 585 590 
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Asn lie Thr Cys Gin Met Asn Lys Thr lie lie Gly Val Ser Val Phe 
595 600 605 



Ser Val Leu Val Val Ser Val Val Ala Val Leu Val Tyr Lys Phe Tyr 
610 615 620 



Phe His Leu Met Leu Leu Ala Gly Cys lie Xaa Tyr Gly Arg Gly Glu 
625 630 635 640 



Asn lie Tyr Asp Ala Phe Val lie Tyr Ser Ser Gin Asp Glu Asp Trp 
645 650 655 



Val Arg Asn Glu Leu Val Lys Asn Leu Glu Glu Gly Val Pro Pro Phe 
660 665 670 



Gin Leu Cys Leu His Tyr Arg Asp Phe lie Pro Gly Val Ala lie Ala 
675 680 685 



Ala Asn lie lie His Glu Gly Phe His Lys Ser Arg Lys Val lie Val 
690 695 700 



Val Val Ser Gin His Phe lie Gin Ser Arg Trp Cys lie Phe Glu Tyr 
705 710 715 720 



Glu lie Ala Gin Thr Trp Gin Phe Leu Ser Ser Arg Ala Gly lie lie 
725 730 735 



Phe lie Val Leu Gin Lys Val Glu Lys Thr Leu Leu Arg Gin Gin Val 
740 745 750 



Glu Leu Tyr Arg Leu Leu Ser Arg Asn Thr Tyr Leu Glu Trp Glu Asp 
755 760 765 



Ser Val Leu Gly Gin His lie Phe Trp Arg Arg Leu Arg Lys Ala Leu 
770 775 780 



Leu Asp Gly Arg Ser Trp Asn Pro Glu Glu Gin 
785 790 795 



<210> 13 

<211> 2238 

<212> DNA 

<213> Cebus capucinus 

<400> 13 
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tgtgaaatcc acacaattga agatggtgca tatcagagcc taagccacct ctccacctta 60 

atattgacag gaaatcctat ccagaattta gccctgggag ccttttctgg actatcaagt 120 

ttacagaaac tggtagctgt ggagacacat ctgttatcgc tagaaagctt ccccattgga 180 

catctcaaaa ctttgaagga ccttaatgtg gctcacaatc taatccaatc tttcaaatta 240 

cctgagtatt tttctaatct gaccaatcta gagcacttgg acctttctag taacaatatt 300 

caaaatattt attgcaaaga cttgcaggtt ctacatcaaa tgcccctact caatctctct 360 

ttagacctgt ccctgaaccc tataaacttt attcagccag gtgcatttaa agaaattagg 420 

ctccgtaagc tgactttgag aaataatttt gatagtttaa atgtaatgaa aacttgcatt 480 

cacggtctgg ctgggttaga agtccatcgt ttggttctgg gagaatttag aaatgaaaga 54 0 

aatattgaag actttgacaa atctgctctg gagggcctgt gcaatttgac catcaaagaa 600 

ttccgattag catacttaga caactttcca gatgatatta ttgacttatt taattgtttg 660 

gtaaatgttt cttcattttc cctgttgagt gtgtatatta aaagagtaga agacttttct 720 

tataatttca gatggcaaca tttagaatta gttaactgta tatttcaaca gtttcctcca 780 

ctgaaactca aatctctcaa aaggcttact ttcagtaaaa acaaaggtag gaatcatttt 840 

gcagaagttg atctgccaag ccttgagttt ctagatctca gtagaaatgg cttgagtttc 900 

aaaggttgct gttctcaatc tgattttggg acgaccagcc taaagtattt agatctgagc 960 

ttcaatgatg ttattaccat gagttcaaac ttcttaggct tagaacaact agaacacttg 1020 

gatttccagc attccaattt gaaacaaatg agtgagtttt cagtatttct atcactcaga 1080 

aacctcattt accttgacat ttctcatact cacaccagag ttgctttcaa tggcatcttt 1140 

aatggcttgt tcagtctcaa agtcttgaaa atggctggaa attctttcca gcaaaacttc 1200 

cttgcagata tcttcacaga tctgaataac ttgatattcc tggacctttc tgagtgtcaa 1260 

ctggagcagt tgtctccaac agcatttgac tcacttccca gacttcagat actaaatatg 1320 

agccacaaca agttctttgc attggataca tttccttata agcatctcta ctccctccac 1380 

gttctggatt acagtctcaa tcacataggg acttccaaaa atcaggaact acagcatttt 1440 

ccaagtagtc tagctttctt aaatcttact caaaatgact ttgcttgtac ttgtgaacac 1500 

cagagtttcc tgcagtggat caaggaccag aggcggctat tggtggaagt tgaacgaatg 1560 

gaatgcgcaa cacctttaaa taggaagggc atacctgtgc tgagtttgaa tatcacctgt 1620 

cagatgagta agaccatcat tggtgtgtca gtgctcagtg tgcttgtggt atctgttgta 1680 

gcagttctgg tctataagtt ctattttcac ctgatgcttc ttgctggctg cataaagtat 1740 

ggtagaggtg aaaacaccta tgatgccttt gttatctact caagccagga tgaggactgg 1800 
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gtaaggaatg 


aactagtaaa 


gaatttagaa 


qaagqgqtgc 


ctccttttca 


gctctgcctt 


1860 


cactacagag 


actttattcc 


cggtgtggcc 


attgctgcca 


acatcatcca 


tgaaggtttc 


1920 


cataaaagcc 


gaaaggtgat 


tgttgtggta 


tcccagcact 


tcatccagag 


ccgctggtgt 


1980 


atctttgaat 


atgagattgc 


tcagacctgg 


cagtttctga 


gcagtcgtgc 


tggtatcatc 


2040 


ttcattgtcc 


tgcagaaggt 


ggagaagtcc 


ctgctcaggc 


agcaggtgga 


gctgtaccgc 


2100 


cttctcagca 


ggaacaccta 


cctggagtgg 


gaggacagtg 


tcctggggag 


gcatatcttc 


2160 


tggaggcgac 


tcagaaaagc 


cctgctgaat 


ggtagaccgt 


ggagtccaga 


aggaacagtg 


2220 


ggtgcaggat 


gcgattag 










2238 



<210> 14 

<211> 2238 

<212> DNA 

<213> Cebus capucinus 



<220> 

<221> CDS 

<222> (1) . . (2238) 

<400> 14 

tgt gaa ate cac aca att gaa gat ggt gca tat cag age eta age eae 48 
Cys Glu lie His Thr lie Glu Asp Gly Ala Tyr Gin Ser Leu Ser His 
15 10 15 

etc tec ace tta ata ttg aca gga aat cet ate cag aat tta gee ctg 96 
Leu Ser Thr Leu lie Leu Thr Gly Asn Pro lie Gin Asn Leu Ala Leu 
20 25 30 

gga gee ttt tct gga eta tea agt tta cag aaa ctg gta get gtg gag 144 
Gly Ala Phe Ser Gly Leu Ser Ser Leu Gin Lys Leu Val Ala Val Glu 
35 4 0 4 5 

aea eat ctg tta teg eta gaa age tte cee att gga cat etc aaa act 192 
Thr His Leu Leu Ser Leu Glu Ser Phe Pro lie Gly His Leu Lys Thr 
50 55 60 

ttg aag gac ctt aat gtg get eae aat eta ate eaa tct tte aaa tta 240 
Leu Lys Asp Leu Asn Val Ala His Asn Leu lie Gin Ser Phe Lys Leu 
65 70 75 80 

cct gag tat ttt tct aat ctg ace aat eta gag cac ttg gac ctt tct 288 
Pro Glu Tyr Phe Ser Asn Leu Thr Asn Leu Glu His Leu Asp Leu Ser 

85 90 95 

agt aac aat att eaa aat att tat tge aaa gac ttg cag gtt eta cat 336 
Ser Asn Asn lie Gin Asn lie Tyr Cys Lys Asp Leu Gin Val Leu His 
100 105 110 

eaa atg cee eta etc aat etc tct tta gac ctg tee ctg aac cct ata 384 
Gin Met Pro Leu Leu Asn Leu Ser Leu Asp Leu Ser Leu Asn Pro lie 
115 120 125 
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aac ttt att 
Asn Phe lie 
130 

act ttg aga 
Thr Leu Arg 
145 

cac ggt ctg 
His Gly Leu 



aga aat gaa 
Arg Asn Glu 



ctg tgc aat 
Leu Cys Asn 
195 

ttt cca gat 
Phe Pro Asp 
210 

tea ttt tec 
Ser Phe Ser 
225 

tat aat ttc 
Tyr Asn Phe 



cag ttt cct 
Gin Phe Pro 



aaa aac aaa 
Lys Asn Lys 
275 

gag ttt eta 
Glu Phe Leu 
290 

tct caa tct 
Ser Gin Ser 
305 

ttc aat gat 
Phe Asn Asp 



eta gaa cac 
Leu Glu His 



ttt tea gta 
P^e Ser Val 
355 



cag cca ggt 
Gin Pro Gly 



aat aat ttt 
Asn Asn Phe 
150 

get ggg tta 
Ala Gly Leu 
165 

aga aat att 
Arg Asn lie 
180 

ttg acc ate 
Leu Thr lie 



gat att att 
Asp lie lie 



ctg ttg agt 
Leu Leu Ser 
230 

aga tgg caa 
Arg Trp Gin 
245 

cca ctg aaa 
Pro Leu Lys 
260 

ggt agg aat 
Gly Arg Asn 



gat etc agt 
Asp Leu Ser 



gat ttt ggg 
Asp Phe Gly 
310 

gtt att acc 
Val He Thr 
325 

ttg gat ttc 
Leu Asp Phe 
340 

ttt eta tea 
Phe Leu Ser 



gca ttt aaa 
Ala Phe Lys 
135 

gat agt tta 
Asp Ser Leu 



gaa gtc cat 
Glu Val His 



gaa gae ttt 
Glu Asp Phe 
185 

aaa gaa ttc 
Lys Glu Phe 
200 

gae tta ttt 
Asp Leu Phe 
215 

gtg tat att 
Val Tyr He 



cat tta gaa 
His Leu Glu 



etc aaa tct 
Leu Lys Ser 
265 

cat ttt gca 
His Phe Ala 
280 

aga aat ggc 
Arg Asn Gly 
295 

aeg ace age 
Thr Thr Ser 



atg agt tea 
Met Ser Ser 



cag cat tec 
Gin His Ser 
345 

etc aga aac 
Leu Arg Asn 
360 



gaa att agg 
Glu He Arg 
140 

aat gta atg 
Asn Val Met 
155 

egt ttg gtt 
Arg Leu Val 
170 

gae aaa tct 
Asp Lys Ser 



cga tta gca 
Arg Leu Ala 



aat tgt ttg 
Asn Cys Leu 
220 

aaa aga gta 
Lys Arg Val 
235 

tta gtt aac 
Leu Val Asn 
250 

etc aaa agg 
Leu Lys Arg 



gaa gtt gat 
Glu Val Asp 



ttg agt ttc 
Leu Ser Phe 
300 

eta aag tat 
Leu Lys Tyr 
315 

aac ttc tta 
Asn Phe Leu 

330 

aat ttg aaa 
Asn Leu Lys 



etc att tac 
Leu He Tyr 



etc cgt aag 
Leu Arg Lys 



aaa act tgc 
Lys Thr Cys 



ctg gga gaa 
Leu Gly Glu 
175 

get ctg gag 
Ala Leu Glu 
190 

tac tta gae 
Tyr Leu Asp 

205 

gta aat gtt 
Val Asn Val 



gaa gae ttt 
Glu Asp Phe 



tgt ata ttt 
Cys He Phe 
255 

ctt act ttc 
Leu Thr Phe 
270 

ctg cca age 
Leu Pro Ser 
285 

aaa ggt tgc 
Lys Gly Cys 



tta gat ctg 
Leu Asp Leu 



ggc tta gaa 
Gly Leu Glu 
335 

caa atg agt 
Gin Met Ser 
350 

ctt gae att 
Leu Asp He 
365 



ctg 432 
Leu 



att 480 

He 

160 

ttt 528 
Phe 



ggc 576 
Gly 



aac 624 
Asn 



tct 672 
Ser 



tct 720 

Ser 

240 

caa 768 
Gin 



agt 816 
Ser 



ctt 864 
Leu 



tgt 912 
Cys 



age 960 

Ser 

320 

caa 1008 
Gin 



gag 1056 
Glu 



tct 1104 
Ser 
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cat act cac 
His Thr His 
370 

agt etc aaa 
Ser Leu Lys 
385 

ctt gca gat 
Leu Ala Asp 



tct gag tgt 
Ser Glu Cys 



ccc aga ctt 
Pro Arg Leu 

435 

gat aca ttt 
Asp Thr Phe 
450 

agt etc aat 
Ser Leu Asn 
465 

cca agt agt 
Pro Ser Ser 



act tgt gaa 
Thr Cys Glu 



eta ttg gtg 
Leu Leu Val 
515 

aag gge ata 
Lys Gly lie 
530 

ace ate att 
Thr He He 
545 

gca gtt ctg 
Ala Val Leu 



tgc ata aag 
Cys He Lys 



tac tea age 
Tyr Ser Ser 
595 



ace aga gtt 
Thr Arg Val 



gtc ttg aaa 
Val Leu Lys 
390 

ate ttc aca 
He Phe Thr 
405 

eaa ctg gag 
Gin Leu Glu 
420 

cag ata eta 
Gin He Leu 



cet tat aag 
Pro Tyr Lys 



cac ata ggg 
His He Gly 
470 

eta get ttc 
Leu Ala Phe 
485 

cac cag agt 
His Gin Ser 
500 

gaa gtt gaa 
Glu Val Glu 



cet gtg ctg 
Pro Val Leu 



ggt gtg tea 
Gly Val Ser 
550 

gtc tat aag 
Val Tyr Lys 
565 

tat ggt aga 
Tyr Gly Arg 
580 

cag gat gag 
Gin Asp Glu 



get ttc aat 
Ala Phe Asn 
375 

atg get gga 
Met Ala Gly 



gat ctg aat 
Asp Leu Asn 



cag ttg tct 
Gin Leu Ser 
425 

aat atg age 
Asn Met Ser 
440 

cat etc tac 
His Leu Tyr 
455 

act tec aaa 
Thr Ser Lys 



tta aat ctt 
Leu Asn Leu 



ttc ctg cag 
Phe Leu Gin 
505 

ega atg gaa 
Arg Met Glu 
520 

agt ttg aat 
Ser Leu Asn 
535 

gtg etc agt 
Val Leu Ser 



ttc tat ttt 
Phe Tyr Phe 



ggt gaa aac 
Gly Glu Asn 
585 

gae tgg gta 
Asp Trp Val 
600 



gge ate ttt 
Gly He Phe 
380 

aat tct ttc 
Asn Ser Phe 
395 

aac ttg ata 
Asn Leu He 
410 

cca aca gca 
Pro Thr Ala 



cac aac aag 
His Asn Lys 



tec etc cac 
Ser Leu His 
460 

aat cag gaa 
Asn Gin Glu 
475 

act eaa aat 
Thr Gin Asn 
490 

tgg ate aag 
Trp He Lys 



tgc gca aca 
Cys Ala Thr 



ate ace tgt 
He Thr Cys 
540 

gtg ctt gtg 
Val Leu Val 
555 

cac ctg atg 
His Leu Met 
570 

ace tat gat 
Thr Tyr Asp 



agg aat gaa 
Arg Asn Glu 



aat gge ttg 
Asn Gly Leu 



cag caa aac 
Gin Gin Asn 



ttc ctg gac 
Phe Leu Asp 
415 

ttt gae tea 
Phe Asp Ser 
430 

ttc ttt gca 
Phe Phe Ala 
445 

gtt ctg gat 
Val Leu Asp 



eta cag eat 
Leu Gin His 



gac ttt get 
Asp Phe Ala 
495 

gac cag agg 
Asp Gin Arg 
510 

cet tta aat 
Pro Leu Asn 
525 

cag atg agt 
Gin Met Ser 



gta tct gtt 
Val Ser Val 



ctt ctt get 
Leu Leu Ala 

575 

gee ttt gtt 
Ala Phe Val 
590 

eta gta aag 
Leu Val Lys 
605 



ttc 1152 
Phe 



ttc 1200 

Phe 

400 

ctt 1248 
Leu 



ctt 1296 
Leu 



ttg 1344 
Leu 



tac 1392 
Tyr 



ttt 1440 

Phe 

480 

tgt 1488 
Cys 



egg 1536 
Arg 



agg 1584 
Arg 



aag 1632 
Lys 



gta 1680 

Val 

560 

gge 1728 
Gly 



ate 1776 
He 



aat 1824 
Asn 
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tta gaa gaa ggg gtg cct cct ttt cag etc tgc ctt cac tac aga gac 1872 
Leu Glu Glu Gly Vai Pro Pro Phe Gin Leu Cys Leu His Tyr Arg Asp 
610 615 620 

ttt att ccc ggt gtg gcc att get gcc aac ate ate cat gaa ggt ttc 1920 
Phe He Pro Gly Val Ala He Ala Ala Asn He He His Glu Gly Phe 
625 630 635 640 

cat aaa age cga aag gtg att gtt gtg gta tec cag cac ttc ate cag 1968 
His Lys Ser Arg Lys Val He Val Val Val Ser Gin His Phe He Gin 
645 650 655 

age cgc tgg tgt ate ttt gaa tat gag att get cag ace tgg cag ttt 2016 
Ser Arg Trp Cys He Phe Glu Tyr Glu He Ala Gin Thr Trp Gin Phe 
660 665 670 

etg age agt cgt get ggt ate ate ttc att gtc etg cag aag gtg gag 2064 
Leu Ser Ser Arg Ala Gly He He Phe He Val Leu Gin Lys Val Glu 
675 680 685 

aag tec etg etc agg cag cag gtg gag etg tac cgc ctt etc age agg 2112 
Lys Ser Leu Leu Arg Gin Gin Val Glu Leu Tyr Arg Leu Leu Ser Arg 
690 695 700 

aac ace tae etg gag tgg gag gae agt gtc etg ggg agg cat ate ttc 2160 
Asn Thr Tyr Leu Glu Trp Glu Asp Ser Val Leu Gly Arg His He Phe 
705 710 715 720 

tgg agg cga etc aga aaa gee etg etg aat ggt aga eeg tgg agt eca 2208 
Trp Arg Arg Leu Arg Lys Ala Leu Leu Asn Gly Arg Pro Trp Ser Pro 
725 730 735 

gaa gga aca gtg ggt gea gga tgc gat tag 2238 
Glu Gly Thr Val Gly Ala Gly Cys Asp 
740 745 



<210> 15 
<211> 745 
<212> PRT 

<213> Cebus capucinus 
<400> 15 

Cys Glu He His Thr He Glu Asp Gly Ala Tyr Gin Ser Leu Ser His 
15 10 15 



Leu Ser Thr Leu He Leu Thr Gly Asn Pro He Gin Asn Leu Ala Leu 
20 25 30 



Gly Ala Phe Ser Gly Leu Ser Ser Leu Gin Lys Leu Val Ala Val Glu 
35 40 45 



Thr His Leu Leu Ser Leu Glu Ser Phe Pro He Gly His Leu Lys Thr 
50 55 60 
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Leu Lys Asp Leu Asn Val Ala His Asn Leu lie Gin Ser Phe Lys Leu 
65 70 75 80 



Pro Glu Tyr Phe Ser Asn Leu Thr Asn Leu Glu His Leu Asp Leu Ser 
85 90 95 



Ser Asn Asn lie Gin Asn lie Tyr Cys Lys Asp Leu Gin Val Leu His 
100 105 110 



Gin Met Pro Leu Leu Asn Leu Ser Leu Asp Leu Ser Leu Asn Pro lie 
115 120 125 



Asn Phe lie Gin Pro Gly Ala Phe Lys Glu lie Arg Leu Arg Lys Leu 
130 135 140 



Thr Leu Arg Asn Asn Phe Asp Ser Leu Asn Val Met Lys Thr Cys lie 
145 150 155 160 



His Gly Leu Ala Gly Leu Glu Val His Arg Leu Val Leu Gly Glu Phe 
165 170 175 



Arg Asn Glu Arg Asn lie Glu Asp Phe Asp Lys Ser Ala Leu Glu Gly 
180 185 190 



Leu Cys Asn Leu Thr lie Lys Glu Phe Arg Leu Ala Tyr Leu Asp Asn 
195 200 205 



Phe Pro Asp Asp lie lie Asp Leu Phe Asn Cys Leu Val Asn Val Ser 
210 215 220 



Ser Phe Ser Leu Leu Ser Val Tyr lie Lys Arg Val Glu Asp Phe Ser 
225 230 235 240 



Tyr Asn Phe Arg Trp Gin His Leu Glu Leu Val Asn Cys lie Phe Gin 
245 250 255 



Gin Phe Pro Pro Leu Lys Leu Lys Ser Leu Lys Arg Leu Thr Phe Ser 
260 265 270 



Lys Asn Lys Gly Arg Asn His Phe Ala Glu Val Asp Leu Pro Ser Leu 
275 280 285 



Glu Phe Leu Asp Leu Ser Arg Asn Gly Leu Ser Phe Lys Gly Cys Cys 
290 295 300 
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Ser Gin Ser Asp Phe Gly Thr Thr Ser Leu Lys Tyr Leu Asp Leu Ser 
305 310 315 320 



Phe Asn Asp Val lie Thr Met Ser Ser Asn Phe Leu Gly Leu Glu Gin 
325 330 335 



Leu Glu His Leu Asp Phe Gin His Ser Asn Leu Lys Gin Met Ser Glu 
340 345 350 



Phe Ser Val Phe Leu Ser Leu Arg Asn Leu lie Tyr Leu Asp lie Ser 
355 360 365 



His Thr His Thr Arg Val Ala Phe Asn Gly lie Phe Asn Gly Leu Phe 
370 375 380 



Ser Leu Lys Val Leu Lys Met Ala Gly Asn Ser Phe Gin Gin Asn Phe 
385 390 395 400 



Leu Ala Asp lie Phe Thr Asp Leu Asn Asn Leu lie Phe Leu Asp Leu 
405 410 415 



Ser Glu Cys Gin Leu Glu Gin Leu Ser Pro Thr Ala Phe Asp Ser Leu 
420 425 430 



Pro Arg Leu Gin lie Leu Asn Met Ser His Asn Lys Phe Phe Ala Leu 
435 440 445 



Asp Thr Phe Pro Tyr Lys His Leu Tyr Ser Leu His Val Leu Asp Tyr 
450 455 460 



Ser Leu Asn His lie Gly Thr Ser Lys Asn Gin Glu Leu Gin His Phe 
465 470 475 480 



Pro Ser Ser Leu Ala Phe Leu Asn Leu Thr Gin Asn Asp Phe Ala Cys 
485 490 495 



Thr Cys Glu His Gin Ser Phe Leu Gin Trp lie Lys Asp Gin Arg Arg 
500 505 510 



Leu Leu Val Glu Val Glu Arg Met Glu Cys Ala Thr Pro Leu Asn Arg 
515 520 525 



Lys Gly lie Pro Val Leu Ser Leu Asn lie Thr Cys Gin Met Ser Lys 
530 535 540 
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Thr He He Gly Val Ser Val Leu Ser Val Leu Val Val Ser Val Val 

550 555 560 

Ala Val Leu Val Tyr Lys Phe Tyr Phe His Leu Met Leu Leu Ala Gly 
565 570 575 

Cys He Lys Tyr Gly Arg Gly Glu Asn Thr Tyr Asp Ala Phe Val He 
580 585 590 

Tyr Ser Ser Gin Asp Glu Asp Trp Val Arg Asn Glu Leu Val Lys Asn 
595 600 605 

Leu Glu Glu Gly Val Pro Pro Phe Gin Leu Cys Leu His Tyr Arq Asd 
610 615 620 

Phe He Pro Gly Val Ala He Ala Ala Asn He He His Glu Gly Phe 
625 630 635 640 

His Lys Ser Arg Lys Val He Val Val Val Ser Gin His Phe He Gin 
645 650 655 

Ser Arg Trp Cys He Phe Glu Tyr Glu He Ala Gin Thr Trp Gin Phe 
660 665 670 

Leu Ser Ser Arg Ala Gly He He Phe He Val Leu Gin Lys Val Glu 
675 680 685 

Lys Ser Leu Leu Arg Gin Gin Val Glu Leu Tyr Arg Leu Leu Ser Arc 
690 695 700 

Asn Thr Tyr Leu Glu Trp Glu Asp Ser Val Leu Gly Arg His He Phe 
''05 710 715 720 

Trp Arg Arg Leu Arg Lys Ala Leu Leu Asn Gly Arg Pro Trp Ser Pro 
725 730 735 

Glu Gly Thr Val Gly Ala Gly Cys Asp 
740 745 



<210> 16 

<211> 2406 

<212> DNA 

<213> Saimiri sciureus 

<400> 16 
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gtggttccta 


acgttactta 


tcaatgcatg 


gaactgaaty 


tctacaaaat 


ccccgacaac 


60 


atccccttct 


caactaagaa 


cctggacctg 


agctttaacc 


ccctgaggca 


tttaggcagc 


120 


catagct tct 


tcaatttccc 


agaactgcag 


qtgctggatt 


tatccaggtg 


tgacatccag 


180 


acaatcgaag 


atqqoqcata 


tcagagccta 


agccacctct 


ccaccttaat 


at tgacagga 


240 


aatcctatcc 


agaatttagc 


cctgggagcc 


ttttctggac 


tatcaagttt 


acagaagctg 


300 


gtggctgtgg 


agacacatct 


gttatcacta 


gagaacttcc 


ccattggaca 


tctcaaaact 


360 


ttgaaggacc 


ttaatgtggc 


tcacaatcta 


atccaatctt 


tcaaattacc 


tgagtatttt 


420 


tctaatctga 


ccaatctaga 


gcacttggac 


ctttctagta 


acaatattca 


aaatatttat 


480 


tgcaaagact 


tgcaggttct 


acatcaaatg 


cccctactca 


atctctcttt 


agacctgtcc 


540 


ctgaacccta 


taaactttat 


tcaaccaggt 


gcgtttaaag 


aaattaggct 


ccataagctg 


600 


actttgagaa 


ataattttga 


tagtttaaat 


gcaatgaaaa 


cttgcattca 


aggtctggct 


660 


Qgqttaqaag 


tccatcgttt 


ggttctggga 


gaatttagaa 


atgaaagaaa 


tattgaagac 


720 


tttgacaaat 


ctgctctgga 


gggcctgtgc 


aatttgacca 


ttaatgaatt 


ccgattagct 


780 


tacttagatg 


actttctaga 


tgatattatt 


gacttattta 


actgtt tagc 


aaatgtttct 


840 


tcatt t tccc 


tqgtqaatgt 


gcatattaaa 


agagtagaag 


acttttctta 


taatt ttaga 


900 


tggcaacatt 


tagaattagt 


taactgtgta 


tttcaacagt 


ttcctccact 


gaaactcaaa 


960 


tctctcaaaa 


ggcttacttt 


cactgccaac 


aaaggtagga 


atcatttttc 


agaagttgat 


1020 


cttccaagcc 


ttgagtttct 


agatctcagt 


agaaatggct 


tgagtt tcaa 


aggttgctgt 


1080 


tctcaatctg 


attttgggac 


gaccagccta 


aagtatttag 


atctgagctt 


caatgacgtt 


1140 


attaccatgg 


gttcaaactt 


cttaggctta 


gaacaactag 


aacacttgga 


tttccagcat 


1200 


tccaatttga 


aacaaatgag 


tgagttttca 


gtattcctat 


cactcagaaa 


cctcatttac 


1260 


cttgacattt 


ctcatactca 


caccagagtt 


gctttcaatg 


gcatctttaa 


tggcttgttc 


1320 


agccccaaag 


tcttgaaaat 


qqctqqaaat 


tctttccagc 


aaaacttcct 


tgaagatatc 


1380 


ttcacrgatc 


tgaataactt 


gatattcctg 


gacctctctg 


agtgtcagct 


ggagcagttg 

7 7 7 7 7 


1440 


tctccaacag 


catttgactc 


acttcccaga 


cttcggatac 


taaatatgag 


ccacaacaac 


1500 




tggatacatt 


ccct tacaag 


catctctact 


ccctccaggt 


tctggattac 


1560 


agtctcaatc 


atatagggac 


ttccaaaaat 


caggaactgc 


agcattttcc 


aagtagtcta 


1620 


gctttcttaa 


atcttactca 


aaatgacttt 


gcttgtactt 


gtgaacacca 


gagtttcctg 


1680 


caqtggatca 


aggaccagag 


gcggctgttg 


gtggaagttg 


aacaaatgga 


atgtgcaaca 


1740 


ciiLtcaaaca 


ggaagggcat 


acctgtgctg 


agtttgaata 


tcacctgtca 


gatgagtaag 


1800 
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actatcattg gtgtgtcagt gctcagtgtg cttgtggtat ctgttgtagc agttctggtc 1860 

tataagttct attttcacct gatgcttctt gctggctgca taaagtatgg tagaggtgaa 1920 

aacacctatg atgcctttgt tatctactca agccaggatg aggactgggt aaggaatgaa 1980 

ctagtaaaga atttagaaga aggggtgcct ccctttcagc tctgccttca ctacagagac 2040 

tttattcccg gtgtggccat tgctgccaac atcatccatg aaggtttcca taaaagccga 2100 

aaggtgattg ttgtggtatc tcagcacttc atccagagcc gctggtgtat ctttgaatat 2160 

gagattgctc agacctggca gtttctgagc agtcgtgctg gtatcatctt cattgtcctg 2220 

cagaaggtgg agaagtccct gctcaggcag caggtggagc tgtaccgcct tctcagcagg 2280 

aacacttacc tggagtggga ggacagtgtc ctggggaggc acatcttctg gagacgactc 234 0 

agaaaagccc tgctggatgg tagaccgtgg aatccagaag gaacagtggg tgcaggatgc 2400 

gaatag 2406 

<210> 17 
<211> 2406 
<212> DNA 

<213> Saimiri sciureus 



<220> 

<221> CDS 

<222> (1) . . (2406) 

<400> 17 

gtg gtt cct aac gtt act tat caa tgc atg gaa ctg aat ytc tac aaa 48 

Val Val Pro Asn Val Thr Tyr Gin Cys Met Glu Leu Asn Xaa Tyr Lys 
15 10 15 

ate ccc gac aac ate ece ttc tea act aag aac ctg gac ctg age ttt 96 

lie Pro Asp Asn lie Pro Phe Ser Thr Lys Asn Leu Asp Leu Ser Phe 
20 25 30 

aac ccc ctg agg cat tta ggc age eat age ttc ttc aat ttc cea gaa 14 4 

Asn Pro Leu Arg His Leu Gly Ser His Ser Phe Phe Asn Phe Pro Glu 

35 40 45 

ctg cag gtg ctg gat tta tec agg tgt gac ate cag aca ate gaa gat 192 

Leu Gin Val Leu Asp Leu Ser Arg Cys Asp lie Gin Thr lie Glu Asp 
50 55 60 

ggg gca tat cag age eta age cac etc tec ace tta ata ttg aca gga 240 

Gly Ala Tyr Gin Ser Leu Ser His Leu Ser Thr Leu lie Leu Thr Gly 
65 70 75 80 

aat cct ate cag aat tta gcc ctg gga gee ttt tet gga eta tea agt 288 

Asn Pro lie Gin Asn Leu Ala Leu Gly Ala Phe Ser Gly Leu Ser Ser 
85 90 95 

tta cag aag ctg gtg get gtg gag aca eat ctg tta tea eta gag aac 336 

Leu Gin Lys Leu Val Ala Val Glu Thr His Leu Leu Ser Leu Glu Asn 
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100 105 110 

ttc ccc att gga cat etc aaa act ttg aag gac ctt aat gtg get cac 384 
Phe Pro lie Gly His Leu Lys Thr Leu Lys Asp Leu Asn Val Ala His 
115 120 125 

aat eta ate caa tct ttc aaa tta cct gag tat ttt tct aat ctg acc 432 
Asn Leu lie Gin Ser Phe Lys Leu Pro Glu Tyr Phe Ser Asn Leu Thr 
130 135 140 

aat eta gag cac ttg gac ctt tct agt aac aat att caa aat att tat 480 
Asn Leu Glu His Leu Asp Leu Ser Ser Asn Asn lie Gin Asn lie Tyr 
145 150 155 160 

tgc aaa gac ttg cag gtt eta cat caa atg ccc eta etc aat etc tct 528 
Cys Lys Asp Leu Gin Val Leu His Gin Met Pro Leu Leu Asn Leu Ser 
165 170 175 

tta gac ctg tec ctg aac cct ata aac ttt att caa eca ggt gcg ttt 576 
Leu Asp Leu Ser Leu Asn Pro lie Asn Phe lie Gin Pro Gly Ala Phe 
180 185 190 

aaa gaa att agg etc cat aag ctg act ttg aga aat aat ttt gat agt 624 
Lys Glu lie Arg Leu His Lys Leu Thr Leu Arg Asn Asn Phe Asp Ser 
195 200 205 

tta aat gca atg aaa act tgc att caa ggt ctg get ggg tta gaa gtc 672 
Leu Asn Ala Met Lys Thr Cys lie Gin Gly Leu Ala Gly Leu Glu Val 
210 215 220 

eat cgt ttg gtt ctg gga gaa ttt aga aat gaa aga aat att gaa gac 720 
His Arg Leu Val Leu Gly Glu Phe Arg Asn Glu Arg Asn lie Glu Asp 
225 230 235 240 

ttt gac aaa tct get ctg gag ggc ctg tgc aat ttg acc att aat gaa 768 
Phe Asp Lys Ser Ala Leu Glu Gly Leu Cys Asn Leu Thr lie Asn Glu 
245 250 255 

ttc ega tta get tac tta gat gac ttt eta gat gat att att gac tta 816 
Phe Arg Leu Ala Tyr Leu Asp Asp Phe Leu Asp Asp lie lie Asp Leu 
260 265 270 

ttt aac tgt tta gca aat gtt tct tea ttt tee ctg gtg aat gtg cat 864 
Phe Asn Cys Leu Ala Asn Val Ser Ser Phe Ser Leu Val Asn Val His 
275 280 285 

att aaa aga gta gaa gac ttt tct tat aat ttt aga tgg caa eat tta 912 
lie Lys Arg Val Glu Asp Phe Ser Tyr Asn Phe Arg Trp Gin His Leu 
290 295 300 

gaa tta gtt aac tgt gta ttt caa cag ttt cct eca ctg aaa etc aaa 960 
Glu Leu Val Asn Cys Val Phe Gin Gin Phe Pro Pro Leu Lys Leu Lys 
305 310 315 320 

tct etc aaa agg ctt act ttc act gee aac aaa ggt agg aat cat ttt 1008 
Ser Leu Lys Arg Leu Thr Phe Thr Ala Asn Lys Gly Arg Asn His Phe 
325 330 335 

tea gaa gtt gat ctt eca age ctt gag ttt eta gat etc agt aga aat 1056 
Ser Glu Val Asp Leu Pro Ser Leu Glu Phe Leu Asp Leu Ser Arg Asn 
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340 345 350 

ggc ttg agt ttc aaa ggt tgc tgt tct caa tct gat ttt ggg acg acc 1104 
Gly Leu Ser Phe Lys Gly Cys Cys Ser Gin Ser Asp Phe Gly Thr Thr 
355 360 365 

age eta aag tat tta gat ctg age ttc aat gac gtt att acc atg ggt 1152 
Ser Leu Lys Tyr Leu Asp Leu Ser Phe Asn Asp Val lie Thr Met Gly 
370 375 380 

tea aac ttc tta ggc tta gaa caa eta gaa cac ttg gat ttc cag cat 1200 
Ser Asn Phe Leu Gly Leu Glu Gin Leu Glu His Leu Asp Phe Gin His 
385 390 395 400 

tec aat ttg aaa caa atg agt gag ttt tea gta ttc eta tea etc aga 1248 
Ser Asn Leu Lys Gin Met Ser Glu Phe Ser Val Phe Leu Ser Leu Arg 
405 410 415 

aac etc att tae ett gac att tct cat act cac acc aga gtt get ttc 1296 
Asn Leu lie Tyr Leu Asp lie Ser His Thr His Thr Arg Val Ala Phe 
420 425 430 

aat ggc ate ttt aat ggc ttg ttc agt etc aaa gte ttg aaa atg get 1344 
Asn Gly lie Phe Asn Gly Leu Phe Ser Leu Lys Val Leu Lys Met Ala 
435 440 445 

gga aat tct ttc cag caa aac ttc ctt gaa gat ate ttc acr gat ctg 1392 
Gly Asn Ser Phe Gin Gin Asn Phe Leu Glu Asp lie Phe Xaa Asp Leu 
450 455 460 

aat aac ttg ata ttc ctg gac etc tct gag tgt cag ctg gag cag ttg 1440 
Asn Asn Leu lie Phe Leu Asp Leu Ser Glu Cys Gin Leu Glu Gin Leu 
465 470 475 480 

tct cca aca gca ttt gac tea ett ecc aga ctt egg ata eta aat atg 1488 
Ser Pro Thr Ala Phe Asp Ser Leu Pro Arg Leu Arg lie Leu Asn Met 
485 490 495 

age cac aac aac ttc ttt gca ttg gat aca ttc ect tac aag cat etc 1536 
Ser His Asn Asn Phe Phe Ala Leu Asp Thr Phe Pro Tyr Lys His Leu 
500 505 510 

tae tec etc cag gtt ctg gat tac agt etc aat cat ata ggg act tec 1584 
Tyr Ser Leu Gin Val Leu Asp Tyr Ser Leu Asn His lie Gly Thr Ser 
515 520 525 

aaa aat cag gaa ctg cag eat ttt cca agt agt eta get ttc tta aat 1632 
Lys Asn Gin Glu Leu Gin His Phe Pro Ser Ser Leu Ala Phe Leu Asn 
530 535 540 

ett act caa aat gac ttt get tgt act tgt gaa cac cag agt ttc ctg 1680 
Leu Thr Gin Asn Asp Phe Ala Cys Thr Cys Glu His Gin Ser Phe Leu 
545 550 555 560 

cag tgg ate aag gac cag agg egg ctg ttg gtg gaa gtt gaa caa atg 1728 
Gin Trp lie Lys Asp Gin Arg Arg Leu Leu Val Glu Val Glu Gin Met 
565 570 575 

gaa tgt gca aca ect tta aat agg aag ggc ata cct gtg ctg agt ttg 1776 
Glu Cys Ala Thr Pro Leu Asn Arg Lys Gly lie Pro Val Leu Ser Leu 
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580 585 590 



aat ate acc tgt cag atg agt aag act ate att ggt gtg tea gtg cte 
Asn He Thr Cys Gin Met Ser Lys Thr He He Gly Val Ser Val Leu 
595 600 605 



1824 



agt gtg ctt gtg gta tet gtt gta gca gtt etg gtc tat aag ttc tat 1872 
Ser Val Leu Val Val Ser Val Val Ala Val Leu Val Tyr Lys Phe Tyr 
610 615 620 

ttt cac etg atg ctt ctt get ggc tgc ata aag tat ggt aga ggt gaa 1920 
Phe His Leu Met Leu Leu Ala Gly Cys He Lys Tyr Gly Arg Gly Glu 
625 630 635 640 

aac acc tat gat gee ttt gtt ate tac tea age cag gat gag gac tgg 1968 
Asn Thr Tyr Asp Ala Phe Val He Tyr Ser Ser Gin Asp Glu Asp Trp 
645 650 655 

gta agg aat gaa eta gta aag aat tta gaa gaa ggg gtg cet ecc ttt 2016 
Val Arg Asn Glu Leu Val Lys Asn Leu Glu Glu Gly Val Pro Pro Phe 
660 665 670 

cag etc tgc ctt cac tac aga gac ttt att ecc ggt gtg gee att get 2064 
Gin Leu Cys Leu His Tyr Arg Asp Phe He Pro Gly Val Ala He Ala 
675 680 685 

gee aac ate ate cat gaa ggt ttc eat aaa age ega aag gtg att gtt 2112 
Ala Asn He He His Glu Gly Phe His Lys Ser Arg Lys Val He Val 
690 695 700 

gtg gta tet cag cac ttc ate cag age cge tgg tgt ate ttt gaa tat 2160 
Val Val Ser Gin His Phe He Gin Ser Arg Trp Cys He Phe Glu Tyr 
705 710 715 720 

gag att get cag ace tgg cag ttt etg age agt egt get ggt ate ate 2208 
Glu He Ala Gin Thr Trp Gin Phe Leu Ser Ser Arg Ala Gly He He 
725 730 735 

ttc att gtc etg cag aag gtg gag aag tec etg etc agg cag cag gtg 2256 
Phe He Val Leu Gin Lys Val Glu Lys Ser Leu Leu Arg Gin Gin Val 
740 745 750 

gag etg tac cge ctt etc age agg aac act tac etg gag tgg gag gac 2304 
Glu Leu Tyr Arg Leu Leu Ser Arg Asn Thr Tyr Leu Glu Trp Glu Asp 
755 760 765 

agt gtc etg ggg agg cac ate ttc tgg aga ega etc aga aaa gee etg 2352 
Ser Val Leu Gly Arg His He Phe Trp Arg Arg Leu Arg Lys Ala Leu 
770 775 780 

etg gat ggt aga eeg tgg aat eca gaa gga aca gtg ggt gca gga tgc 2400 
Leu Asp Gly Arg Pro Trp Asn Pro Glu Gly Thr Val Gly Ala Gly Cys 
785 790 795 800 

gaa tag 2406 
Glu 



<210> 18 
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<211> 801 

<212> PRT 

<213> Saimiri sciureus 
<220> 

<221> misc_f eature 

<222> (14) . . (14) 

<223> The 'Xaa' at location 14 stands for Leu, or Phe. 
<220> 

<221> misc_f eature 

<222> (462) . . (462) 

<223> The 'Xaa' at location 462 stands for Thr. 

<400> 18 

Val Val Pro Asn Val Thr Tyr Gin Cys Met Glu Leu Asn Xaa Tyr Lys 
15 10 15 

lie Pro Asp Asn lie Pro Phe Ser Thr Lys Asn Leu Asp Leu Ser Phe 
20 25 30 

Asn Pro Leu Arg His Leu Gly Ser His Ser Phe Phe Asn Phe Pro Glu 
35 40 45 

Leu Gin Val Leu Asp Leu Ser Arg Cys Asp lie Gin Thr lie Glu Asp 
50 55 60 

Gly Ala Tyr Gin Ser Leu Ser His Leu Ser Thr Leu lie Leu Thr Gly 
65 70 75 80 

Asn Pro lie Gin Asn Leu Ala Leu Gly Ala Phe Ser Gly Leu Ser Ser 
85 90 95 

Leu Gin Lys Leu Val Ala Val Glu Thr His Leu Leu Ser Leu Glu Asn 
100 105 110 

Phe Pro lie Gly His Leu Lys Thr Leu Lys Asp Leu Asn Val Ala His 
115 120 125 

Asn Leu lie Gin Ser Phe Lys Leu Pro Glu Tyr Phe Ser Asn Leu Thr 
130 135 140 



Asn Leu Glu His Leu Asp Leu Ser Ser Asn Asn lie Gin Asn lie Tyr 
145 150 155 160 



Cys Lys Asp Leu Gin Val Leu His Gin Met Pro Leu Leu Asn Leu Ser 
165 170 175 
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Leu Asp Leu Ser Leu Asn Pro lie Asn Phe lie Gin Pro Gly Ala Phe 
180 185 190 



Lys Glu lie Arg Leu His Lys Leu Thr Leu Arg Asn Asn Phe Asp Ser 
195 200 205 



Leu Asn Ala Met Lys Thr Cys lie Gin Gly Leu Ala Gly Leu Glu Val 
210 215 220 



His Arg Leu Val Leu Gly Glu Phe Arg Asn Glu Arg Asn lie Glu Asp 
225 230 235 240 



Phe Asp Lys Ser Ala Leu Glu Gly Leu Cys Asn Leu Thr lie Asn Glu 
245 250 255 



Phe Arg Leu Ala Tyr Leu Asp Asp Phe Leu Asp Asp lie lie Asp Leu 
260 265 270 



Phe Asn Cys Leu Ala Asn Val Ser Ser Phe Ser Leu Val Asn Val His 
275 280 285 



lie Lys Arg Val Glu Asp Phe Ser Tyr Asn Phe Arg Trp Gin His Leu 
290 295 300 



Glu Leu Val Asn Cys Val Phe Gin Gin Phe Pro Pro Leu Lys Leu Lys 
305 310 315 320 



Ser Leu Lys Arg Leu Thr Phe Thr Ala Asn Lys Gly Arg Asn His Phe 
325 330 335 



Ser Glu Val Asp Leu Pro Ser Leu Glu Phe Leu Asp Leu Ser Arg Asn 
340 345 350 



Gly Leu Ser Phe Lys Gly Cys Cys Ser Gin Ser Asp Phe Gly Thr Thr 
355 360 365 



Ser Leu Lys Tyr Leu Asp Leu Ser Phe Asn Asp Val lie Thr Met Gly 
570 375 380 



Ser Asn Phe Leu Gly Leu Glu Gin Leu Glu His Leu Asp Phe Gin His 
385 390 395 400 



Ser Asn Leu Lys Gin Met Ser Glu Phe Ser Val Phe Leu Ser Leu Arg 
405 410 415 
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Asn Leu lie Tyr Leu Asp lie Ser His Thr His Thr Arg Val Ala Phe 
420 425 430 



Asn Gly lie Phe Asn Gly Leu Phe Ser Leu Lys Val Leu Lys Met Ala 
435 440 445 



Gly Asn Ser Phe Gin Gin Asn Phe Leu Glu Asp lie Phe Xaa Asp Leu 
450 455 460 



Asn Asn Leu lie Phe Leu Asp Leu Ser Glu Cys Gin Leu Glu Gin Leu 
465 470 475 480 



Ser Pro Thr Ala Phe Asp Ser Leu Pro Arg Leu Arg lie Leu Asn Met 
485 490 495 



Ser His Asn Asn Phe Phe Ala Leu Asp Thr Phe Pro Tyr Lys His Leu 
500 505 510 



Tyr Ser Leu Gin Val Leu Asp Tyr Ser Leu Asn His lie Gly Thr Ser 
515 520 525 



Lys Asn Gin Glu Leu Gin His Phe Pro Ser Ser Leu Ala Phe Leu Asn 
530 535 540 



Leu Thr Gin Asn Asp Phe Ala Cys Thr Cys Glu His Gin Ser Phe Leu 
545 550 555 560 



Gin Trp lie Lys Asp Gin Arg Arg Leu Leu Val Glu Val Glu Gin Met 
565 570 575 



Glu Cys Ala Thr Pro Leu Asn Arg Lys Gly lie Pro Val Leu Ser Leu 
580 585 590 



Asn lie Thr Cys Gin Met Ser Lys Thr lie lie Gly Val Ser Val Leu 
595 600 605 



Ser Val Leu Val Val Ser Val Val Ala Val Leu Val Tyr Lys Phe Tyr 
610 615 620 



Phe His Leu Met Leu Leu Ala Gly Cys lie Lys Tyr Gly Arg Gly Glu 
625 630 635 640 



Asn Thr Tyr Asp Ala Phe Val lie Tyr Ser Ser Gin Asp Glu Asp Trp 
645 650 655 



51 



wo 2004/042365 



;T/US2003/036247 



Val Arg Asn Glu Leu Val Lys Asn Leu Glu Glu Gly Val Pro Pro Phe 
660 665 670 



Gin Leu Cys Leu His Tyr Arg Asp Phe lie Pro Gly Val Ala lie Ala 
675 680 685 



Ala Asn lie lie His Glu Gly Phe His Lys Ser Arg Lys Val lie Val 
690 695 700 



Val Val Ser Gin His Phe lie Gin Ser Arg Trp Cys lie Phe Glu Tyr 
705 710 715 720 



Glu lie Ala Gin Thr Trp Gin Phe Leu Ser Ser Arg Ala Gly lie lie 
725 730 735 



Phe lie Val Leu Gin Lys Val Glu Lys Ser Leu Leu Arg Gin Gin Val 
740 745 750 



Glu Leu Tyr Arg Leu Leu Ser Arg Asn Thr Tyr Leu Glu Trp Glu Asp 
755 760 765 



Ser Val Leu Gly Arg His lie Phe Trp Arg Arg Leu Arg Lys Ala Leu 
770 775 780 



Leu Asp Gly Arg Pro Trp Asn Pro Glu Gly Thr Val Gly Ala Gly Cys 
785 790 795 800 



Glu 



<210> 19 

<211> 2388 

<212> DNA 

<213> Papio hamadryas 

<400> 19 



gtggttccta 


acattactta 


tcaatgcatg 


gagctgaatt 


tctacaaaat 


ccccgacaac 


60 


atccccttct 


caaccaagaa 


cctggacctg 


agctttaatc 


ccctgaggca 


tttaggcagc 


120 


tatagcttcc 


tccgttttcc 


agaactgcag 


gtgctggatt 


tatccaggtg 


tgaaatccag 


180 


acaattgaag 


atggggcata 


tcagagccta 


agccacctct 


ccaccttaat 


attgacagga 


240 


aaccccatcc 


agagtttagc 


cctgggagcc 


ttttctggac 


tatcaagttt 


acagaagctg 


300 


gtggctgtgg 


agacaaatct 


agcatctcta 


gagaacttcc 


ccattggaca 


tctcaaaact 


360 


ttgaaagaac 


ttaatgtggc 


tcacaatctt 


atccagtctt 


tcaaattacc 


tgagtatttt 


420 
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tctaatctga 


ccaatctaga 


gcacttggac 


ctttccagta 


acaagattca 


aaatatttat 


480 


tgcaaagact 


tgcaggttct 


acatcaaatg 


cccctaccca 


atctctcttt 


agacctgtcc 


540 


ctgaacccta 


taaactttat 


ccaaccaggt 


gcatttaaag 


aaattaggct 


tcataagctg 


600 


actttgagaa 


gtaattttga 


tgatttaaat 


gtaatgaaaa 


cttgtattca 


aggtctggct 


660 


ggtttagaag 


tccatcgttt 


ggttctggga 


gaatttagaa 


atgaaagaaa 


cttggaagag 


720 


tttgacaaat 


ctgctctgga 


gggattgtgc 


aatttgacca 


ttgaagaatt 


ccgattaaca 


780 


tacttagact 


actacctcga 


taatattatt 


gacttattta 


attgtttggc 


aaatgcttct 


840 


tcattttccc 


tggtgagtgt 


gaatattaaa 


agggtagaag 


acttttctta 


taatttcaga 


900 


tggcaacatt 


tagaattagt 


taactgtaaa 


tttgaacagt 


ttcccacatt 


ggaactcgaa 


960 


tctctcaaaa 


ggcttacttt 


cactgccaac 


aaaggtggga 


atgccttttc 


agaagttgat 


1020 


ctaccaagcc 


ttgagtttct 


agatctcagt 


agaaatggct 


tgagtttcaa 


aggttgctgt 


1080 


tctcaaagtg 


attttgggac 


aaccagccta 


aagtatttag 


atctgagctt 


caatgatgtt 


1140 


attaccatgg 


gttcaaactt 


cttgggctta 


gaacaactag 


aacatctgga 


tttccagcat 


1200 


tccaatttga 


aacagatgag 


tcaattttca 


gtattcctat 


cactcagaaa 


cctcatttac 


1260 


cttgacattt 


ctcatactca 


caccacagtt 


gctttcaatg 


gcattttcga 


tggcttgctc 


1320 


agtctcaaag 


tcttaaaaat 


ggctggcaat 


tctttccagg 


aaaacttcct 


tccagatatc 


1380 


ttcacagatc 


tgaaaaactt 


gaccttcctg 


gacctctctc 


agtgtcaact 


ggagcagttg 


1440 


tctccaacag 


catttgacac 


actcaacaag 


cttcaggtac 


taaatatgag 


ccacaacaac 


1500 


ttcttttcat 


tggatgtgtt 


tccttataag 


tgtctgccct 


ccctccaggt 


tctcgattac 


1560 


agtctcaatc 


acataatgac 


ttccaaaaac 


caggaacctc 


agcattttcc 


aagtagtcta 


1620 


gctttcttaa 


atcttactca 


gaatgacttt 


gcttgtactt 


gtgaacacca 


gagtttcctg 


1680 


cagtggatca 


aggaccagag 


gcagctcttg 


gtggaagctg 


aacgaatgga 


atgtgcaaca 


1740 


ccttcagata 


aacagggcat 


gcctgtgctg 


agtgtgaata 


ttacctgtca 


gatgaataag 


1800 


accatcattg 


gtgtgtctgt 


gttcagtgtg 


cttgtggtat 


ctgttgtagc 


agttctggtc 


1860 


tataagttct 


attttcacct 


gatgcttctt 


gctggctgca 


taaagtatgg 


tagaggtgaa 


1920 


aacatctatg 


atgcctttgt 


tatctactca 


agccaggatg 


aggactgggt 


aaggaatgag 


1980 


ctagtaaaga 


atttagaaga 


aggggtgcct 


ccctttcagc 


tctgccttca 


ctacagagac 


204 0 


tttattcccg 


gtgtggccat 


tgctgcaaac 


atcatccatg 


aaggtttcca 


taaaagccga 


2100 


aaggtgattg 


ttgtggtgtc 


ccagcacttc 


atccagagcc 


gctggtgtat 


ctttgaatat 


2160 


gagattgctc 


agacctggca 


gtttctgagc 


agtcgtgcag 


gcataatctt 


cattgtcctg 


2220 
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cagaaggtgg agaagaccct gctcaggcag caggtggagc tgtaccgcct tctcagcagg 2280 
aacacttacc tggagtggga ggacagtgtc ctagggcagc acatcttctg gagacgactc 234 0 
agaaaagccc tgttggatgg cagatcgtgg aatccagaag aacagtag 2388 



<210> 20 

<211> 2388 

<212> DNA 

<213> Papio hamadryas 



<220> 
<221> 
<222> 



CDS 

(1) . . (2388) 



<400> 20 

gtg gtt cct aac att act tat caa tgc atg gag ctg aat ttc tac aaa 

Val Val Pro Asn lie Thr Tyr Gin Cys Met Glu Leu Asn Phe Tyr Lys 
15 10 15 



48 



ate ccc gac aac ate ccc ttc tea ace aag aac ctg gac ctg age ttt 
lie Pro Asp Asn lie Pro Phe Ser Thr Lys Asn Leu Asp Leu Ser Phe 
20 25 30 



96 



aat ccc ctg agg cat tta ggc age tat age ttc etc egt ttt cca gaa 
Asn Pro Leu Arg His Leu Gly Ser Tyr Ser Phe Leu Arg Phe Pro Glu 
35 40 45 



144 



ctg cag gtg ctg gat tta tee agg tgt gaa ate cag aca att gaa gat 
Leu Gin Val Leu Asp Leu Ser Arg Cys Glu lie Gin Thr lie Glu Asp 
50 55 60 



192 



ggg gca tat cag age eta age cac etc tec acc tta ata ttg aca gga 
Gly Ala Tyr Gin Ser Leu Ser His Leu Ser Thr Leu lie Leu Thr Gly 
65 70 75 80 



240 



aac ccc ate cag agt tta gee ctg gga gee ttt tct gga eta tea agt 
Asn Pro lie Gin Ser Leu Ala Leu Gly Ala Phe Ser Gly Leu Ser Ser 
85 90 95 



288 



tta cag aag ctg gtg get gtg gag aca aat eta gca tct eta gag aac 
Leu Gin Lys Leu Val Ala Val Glu Thr Asn Leu Ala Ser Leu Glu Asn 
100 105 110 



336 



ttc ccc att gga eat etc aaa act ttg aaa gaa ett aat gtg get cac 
Phe Pro lie Gly His Leu Lys Thr Leu Lys Glu Leu Asn Val Ala His 
115 120 125 



384 



aat ett ate cag tct ttc aaa tta cct gag tat ttt tct aat ctg ace 
Asn Leu lie Gin Ser Phe Lys Leu Pro Glu Tyr Phe Ser Asn Leu Thr 
130 135 140 



432 



aat eta gag cac ttg gac ett tec agt aac aag att caa aat att tat 
Asn Leu Glu His Leu Asp Leu Ser Ser Asn Lys lie Gin Asn lie Tyr 
145 150 155 160 



480 



tgc aaa gac ttg cag gtt eta cat caa atg ccc eta ccc aat etc tct 
Cys Lys Asp Leu Gin Val Leu His Gin Met Pro Leu Pro Asn Leu Ser 



528 
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165 170 175 

tta gac ctg tec ctg aac cct ata aac ttt ate caa cca ggt gca ttt 576 
Leu Asp Leu Ser Leu Asn Pro lie Asn Phe lie Gin Pro Gly Ala Phe 
180 185 190 

aaa gaa att agg ctt cat aag ctg act ttg aga agt aat ttt gat gat 624 
Lys Glu lie Arg Leu His Lys Leu Thr Leu Arg Ser Asn Phe Asp Asp 
195 200 205 

tta aat gta atg aaa act tgt att caa ggt ctg get ggt tta gaa gtc 672 
Leu Asn Val Met Lys Thr Cys lie Gin Gly Leu Ala Gly Leu Glu Val 
210 215 220 

cat cgt ttg gtt ctg gga gaa ttt aga aat gaa aga aac ttg gaa gag 720 
His Arg Leu Val Leu Gly Glu Phe Arg Asn Glu Arg Asn Leu Glu Glu 
225 230 235 240 

ttt gac aaa tet get ctg gag gga ttg tgc aat ttg ace att gaa gaa 768 
Phe Asp Lys Ser Ala Leu Glu Gly Leu Cys Asn Leu Thr lie Glu Glu 
245 250 255 

ttc cga tta aca tae tta gac tac tac etc gat aat att att gac tta 816 
Phe Arg Leu Thr Tyr Leu Asp Tyr Tyr Leu Asp Asn lie lie Asp Leu 
260 265 270 

ttt aat tgt ttg gca aat get tet tea ttt tec ctg gtg agt gtg aat 864 
Phe Asn Cys Leu Ala Asn Ala Ser Ser Phe Ser Leu Val Ser Val Asn 

275 280 285 

att aaa agg gta gaa gac ttt tet tat aat ttc aga tgg caa cat tta 912 
He Lys Arg Val Glu Asp Phe Ser Tyr Asn Phe Arg Trp Gin His Leu 
290 295 300 

gaa tta gtt aac tgt aaa ttt gaa cag ttt cec aca ttg gaa etc gaa 960 
Glu Leu Val Asn Cys Lys Phe Glu Gin Phe Pro Thr Leu Glu Leu Glu 
305 310 315 320 

tet etc aaa agg ctt act ttc act gee aac aaa ggt ggg aat gee ttt 1008 
Ser Leu Lys Arg Leu Thr Phe Thr Ala Asn Lys Gly Gly Asn Ala Phe 
325 330 335 

tea gaa gtt gat eta cca age ctt gag ttt eta gat etc agt aga aat 1056 
Ser Glu Val Asp Leu Pro Ser Leu Glu Phe Leu Asp Leu Ser Arg Asn 
340 345 350 

gge ttg agt ttc aaa ggt tgc tgt tet caa agt gat ttt ggg aca ace 1104 
Gly Leu Ser Phe Lys Gly Cys Cys Ser Gin Ser Asp Phe Gly Thr Thr 
355 360 365 

age eta aag tat tta gat ctg age ttc aat gat gtt att ace atg ggt 1152 
Ser Leu Lys Tyr Leu Asp Leu Ser Phe Asn Asp Val lie Thr Met Gly 
370 375 380 

tea aac ttc ttg gge tta gaa caa eta gaa eat ctg gat ttc cag cat 1200 
Ser Asn Phe Leu Gly Leu Glu Gin Leu Glu His Leu Asp Phe Gin His 
385 390 395 400 

tec aat ttg aaa cag atg agt caa ttt tea gta ttc eta tea etc aga 1248 
Ser Asn Leu Lys Gin Met Ser Gin Phe Ser Val Phe Leu Ser Leu Arg 
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405 410 415 

aac etc att tac ctt gac att tct cat act cac acc aca gtt get ttc 1296 
Asn Leu lie Tyr Leu Asp lie Ser His Thr His Thr Thr Val Ala Phe 
420 425 430 

aat ggc att ttc gat ggc ttg etc agt etc aaa gtc tta aaa atg get 1344 
Asn Gly lie Phe Asp Gly Leu Leu Ser Leu Lys Val Leu Lys Met Ala 
435 440 445 

ggc aat tct ttc cag gaa aac ttc ctt eca gat ate ttc aca gat ctg 1392 
Gly Asn Ser Phe Gin Glu Asn Phe Leu Pro Asp lie Phe Thr Asp Leu 
450 455 460 

aaa aac ttg acc ttc ctg gac etc tct cag tgt caa ctg gag cag ttg 1440 
Lys Asn Leu Thr Phe Leu Asp Leu Ser Gin Cys Gin Leu Glu Gin Leu 
465 470 475 480 

tct cca aca gca ttt gac aca etc aac aag ctt cag gta eta aat atg 1488 
Ser Pro Thr Ala Phe Asp Thr Leu Asn Lys Leu Gin Val Leu Asn Met 
485 490 495 

age cac aac aac ttc ttt tea ttg gat gtg ttt ect tat aag tgt ctg 1536 
Ser His Asn Asn Phe Phe Ser Leu Asp Val Phe Pro Tyr Lys Cys Leu 
500 505 510 

cec tec etc cag gtt etc gat tac agt etc aat cac ata atg act tee 1584 
Pro Ser Leu Gin Val Leu Asp Tyr Ser Leu Asn His lie Met Thr Ser 
515 520 . 525 

aaa aac cag gaa ect cag cat ttt cca agt agt eta get ttc tta aat 1632 
Lys Asn Gin Glu Pro Gin His Phe Pro Ser Ser Leu Ala Phe Leu Asn 
530 535 540 

ctt act cag aat gac ttt get tgt act tgt gaa cac cag agt ttc ctg 1680 
Leu Thr Gin Asn Asp Phe Ala Cys Thr Cys Glu His Gin Ser Phe Leu 
545 550 555 560 

cag tgg ate aag gac cag agg cag etc ttg gtg gaa get gaa ega atg 1728 
Gin Trp lie Lys Asp Gin Arg Gin Leu Leu Val Glu Ala Glu Arg Met 
565 570 575 

gaa tgt gca aca ect tea gat aaa cag ggc atg cet gtg ctg agt gtg 1776 
Glu Cys Ala Thr Pro Ser Asp Lys Gin Gly Met Pro Val Leu Ser Val 
580 585 590 

aat att ace tgt cag atg aat aag ace ate att ggt gtg tct gtg ttc 1824 
Asn lie Thr Cys Gin Met Asn Lys Thr lie He Gly Val Ser Val Phe 
595 600 605 

agt gtc ctt gtg gta tct gtt gta gca gtt ctg gtc tat aag ttc tat 1872 
Ser vai Leu Val Val Ser Val Val Ala Val Leu Val Tyr Lys Phe Tyr 
610 615 620 

ttt cac ctg atg ctt ctt get ggc tgc ata aag tat ggt aga ggt gaa 1920 
Phe His Leu Met Leu Leu Ala Gly Cys He Lys Tyr Gly Arg Gly Glu 
b^b 630 635 640 

die cat gat gee ttt gtt ate tac tea age cag gat gag gac tgg 1968 
Asn Tie Tyr Asp Ala Phe Val He Tyr Ser Ser Gin Asp Glu Asp Trp 
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645 650 655 

gta agg aat gag eta gta aag aat tta gaa gaa ggg gtg cct ccc ttt 2016 
Val Arg Asn Glu Leu Val Lys Asn Leu Glu Glu Gly Val Pro Pro Phe 
660 665 670 

cag etc tgc ctt cac tac aga gac ttt att ccc ggt gtg gcc att get 2064 
Gin Leu Cys Leu His Tyr Arg Asp Phe lie Pro Gly Val Ala lie Ala 
675 680 685 

gea aac ate ate eat gaa ggt ttc cat aaa age ega aag gtg att gtt 2112 
Ala Asn lie lie His Glu Gly Phe His Lys Ser Arg Lys Val lie Val 
690 695 700 

gtg gtg tec cag cac ttc ate cag age cgc tgg tgt ate ttt gaa tat 2160 
Val Val Ser Gin His Phe lie Gin Ser Arg Trp Cys lie Phe Glu Tyr 
705 710 715 720 

gag att get cag ace tgg cag ttt etg age agt cgt gea gge ata ate 2208 
Glu lie Ala Gin Thr Trp Gin Phe Leu Ser Ser Arg Ala Gly lie lie 
725 730 735 

ttc att gtc etg cag aag gtg gag aag ace etg etc agg cag cag gtg 2256 
Phe lie Val Leu Gin Lys Val Glu Lys Thr Leu Leu Arg Gin Gin Val 
740 745 750 

gag etg tac cgc ctt etc age agg aac act tac etg gag tgg gag gac 2304 
Glu Leu Tyr Arg Leu Leu Ser Arg Asn Thr Tyr Leu Glu Trp Glu Asp 
755 760 765 

agt gtc eta ggg cag cac ate ttc tgg aga ega etc aga aaa gee etg 2352 
Ser Val Leu Gly Gin His lie Phe Trp Arg Arg Leu Arg Lys Ala Leu 
770 775 780 

ttg gat gge aga teg tgg aat eca gaa gaa cag tag 2388 
Leu Asp Gly Arg Ser Trp Asn Pro Glu Glu Gin 
785 790 795 



<210> 21 
<211> 795 
<212> PRT 

<213> Papio hamadryas 
<400> 21 

Val Val Pro Asn lie Thr Tyr Gin Cys Met Glu Leu Asn Phe Tyr Lys 
15 10 15 



lie Pro Asp Asn lie Pro Phe Ser Thr Lys Asn Leu Asp Leu Ser Phe 
20 25 30 



Asn Pro Leu Arg His Leu Gly Ser Tyr Ser Phe Leu Arg Phe Pro Glu 
35 40 45 



Leu Gin Val Leu Asp Leu Ser Arg Cys Glu lie Gin Thr lie Glu Asp 
50 55 60 
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Gly Ala Tyr Gin Ser Leu Ser His Leu Ser Thr Leu lie Leu Thr Gly 
65 70 75 80 



Asn Pro lie Gin Ser Leu Ala Leu Gly Ala Phe Ser Gly Leu Ser Ser 
85 90 95 



Leu Gin Lys Leu Val Ala Val Glu Thr Asn Leu Ala Ser Leu Glu Asn 
100 105 110 



Phe Pro lie Gly His Leu Lys Thr Leu Lys Glu Leu Asn Val Ala His 
115 120 125 



Asn Leu lie Gin Ser Phe Lys Leu Pro Glu Tyr Phe Ser Asn Leu Thr 
130 135 140 



Asn Leu Glu His Leu Asp Leu Ser Ser Asn Lys lie Gin Asn lie Tyr 
145 150 155 160 



Cys Lys Asp Leu Gin Val Leu His Gin- Met Pro Leu Pro Asn Leu Ser 
165 170 175 



Leu Asp Leu Ser Leu Asn Pro lie Asn Phe lie Gin Pro Gly Ala Phe 
180 185 190 



Lys Glu lie Arg Leu His Lys Leu Thr Leu Arg Ser Asn Phe Asp Asp 
195 200 205 



Leu Asn Val Met Lys Thr Cys lie Gin Gly Leu Ala Gly Leu Glu Val 
210 215 220 



His Arg Leu Val Leu Gly Glu Phe Arg Asn Glu Arg Asn Leu Glu Glu 
225 230 235 240 



Phe Asp Lys Ser Ala Leu Glu Gly Leu Cys Asn Leu Thr lie Glu Glu 
,245 250 255 



Phe Arg Leu Thr Tyr Leu Asp Tyr Tyr Leu Asp Asn lie lie Asp Leu 
260 265 270 



Phe Asn Cys Leu Ala Asn Ala Ser Ser Phe Ser Leu Val Ser Val Asn 
275 280 285 



lie Lys Arg Val Glu Asp Phe Ser Tyr Asn Phe Arg Trp Gin His Leu 
290 295 300 * 
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Glu Leu Val Asn Cys Lys Phe Glu Gin Phe Pro Thr Leu Glu Leu Glu 
305 310 315 320 



Ser Leu Lys Arg Leu Thr Phe Thr Ala Asn Lys Gly Gly Asn Ala Phe 
325 330 335 



Ser Glu Val Asp Leu Pro Ser Leu Glu Phe Leu Asp Leu Ser Arg Asn 
340 345 350 



Gly Leu Ser Phe Lys Gly Cys Cys Ser Gin Ser Asp Phe Gly Thr Thr 
355 360 365 



Ser Leu Lys Tyr Leu Asp Leu Ser Phe Asn Asp Val lie Thr Met Gly 
370 375 380 



Ser Asn Phe Leu Gly Leu Glu Gin Leu Glu His Leu Asp Phe Gin His 
385 390 395 400 



Ser Asn Leu Lys Gin Met Ser Gin Phe Ser Val Phe Leu Ser Leu Arg 
405 410 415 



Asn Leu lie Tyr Leu Asp lie Ser His Thr His Thr Thr Val Ala Phe 
420 425 430 



Asn Gly lie Phe Asp Gly Leu Leu Ser Leu Lys Val Leu Lys Met Ala 
435 440 445 



Gly Asn Ser Phe Gin Glu Asn Phe Leu Pro Asp lie Phe Thr Asp Leu 
450 455 460 



Lys Asn Leu Thr Phe Leu Asp Leu Ser Gin Cys Gin Leu Glu Gin Leu 
465 470 475 480 



Ser Pro Thr Ala Phe Asp Thr Leu Asn Lys Leu Gin Val Leu Asn Met 
485 490 495 



Ser His Asn Asn Phe Phe Ser Leu Asp Val Phe Pro Tyr Lys Cys Leu 
500 505 510 



Pro Ser Leu Gin Val Leu Asp Tyr Ser Leu Asn His lie Met Thr Ser 
515 520 525 



Lys Asn Gin Glu Pro Gin His Phe Pro Ser Ser Leu Ala Phe Leu Asn 
530 535 540 
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Leu Thr Gin Asn Asp Phe Ala Cys Thr Cys Glu His Gin Ser Phe Leu 
545 550 555 560 



Gin Trp lie Lys Asp Gin Arg Gin Leu Leu Val Glu Ala Glu Arg Met 
565 570 575 



Glu Cys Ala Thr Pro Ser Asp Lys Gin Gly Met Pro Val Leu Ser Val 
580 585 590 



Asn lie Thr Cys Gin Met Asn Lys Thr lie lie Gly Val Ser Val Phe 
595 600 605 



Ser Val Leu Val Val Ser Val Val Ala Val Leu Val Tyr Lys Phe Tyr 
610 615 620 



Phe His Leu Met Leu Leu Ala Gly Cys lie Lys Tyr Gly Arg Gly Glu 
625 630 635 640 



Asn lie Tyr Asp Ala Phe Val lie Tyr Ser Ser Gin Asp Glu Asp Trp 
645 650 655 



Val Arg Asn Glu Leu Val Lys Asn Leu Glu Glu Gly Val Pro Pro Phe 
660 665 670 



Gin Leu Cys Leu His Tyr Arg Asp Phe lie Pro Gly Val Ala lie Ala 
675 680 685 



Ala Asn lie lie His Glu Gly Phe His Lys Ser Arg Lys Val lie Val 
690 695 700 



Val Val Ser Gin His Phe lie Gin Ser Arg Trp Cys lie Phe Glu Tyr 
705 710 715 720 



Glu lie Ala Gin Thr Trp Gin Phe Leu Ser Ser Arg Ala Gly lie lie 
725 730 735 



Phe He Val Leu Gin Lys Val Glu Lys Thr Leu Leu Arg Gin Gin Val 
740 745 750 



Glu Leu Tyr Arg Leu Leu Ser Arg Asn Thr Tyr Leu Glu Trp Glu Asp 
755 760 765 



Ser Val Leu Gly Gin His He Phe Trp Arg Arg Leu Arg Lys Ala Leu 
770 775 780 
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Leu Asp Gly Arg Ser Trp Asn Pro Glu Glu Gin 
785 790 795 

<210> 22 

<211> 2427 

<212> DNA 

<213> Pan troglodytes 

<400> 22 



gtggttccta 


atattactta 


tcaatgcatg 


gagctgaatt 


tctacaaaat 


ccccgacaac 


60 


ctccccttct 


caaccaagaa 


cctggacctg 


agctttaatc 


ccctgaggca 


tttaggcagc 


120 


tatagcttct 


tcagtttccc 


agaactgcag 


gtgctggatt 


tatccaggtg 


tgaaatccag 


180 


acaattgaag 


atggggcata 


tcagagccta 


agccacctct 


ccaccttaat 


attgacagga 


240 


aaccccatcc 


agagtttagc 


cctgggagcc 


ttttctggac 


tatcaagttt 


acagaagctg 


300 


gtggctgtgg 


agacaaatct 


agcatctcta 


gagaacttcc 


ccattggaca 


tctcaaaact 


360 


ttgaaagaac 


ttaatgtggc 


tcacaatctt 


atccaatctt 


tcaaattacc 


tgagtatttt 


420 


tctaatctga 


ccaatctaga 


gcacttggac 


ctttccagca 


acaagattca 


aagtatttat 


480 


tgcacagact 


tgcgggttct 


acatcaaatg 


cccctactca 


atctctcttt 


agacctgtcc 


540 


ctgaacccta 


tgaactttat 


ccaaccaggt 


gcatttaaag 


aaattaggct 


tcataagctg 


600 


actttgagaa 


ataattttga 


tagtttaaat 


gtaatgaaaa 


cttgtattca 


aggtctggct 


660 


ggtttagaag 


tccatcgttt 


ggttctggga 


gaatttagaa 


atgaagaaaa 


cttggaaaag 


720 


tttgacaaat 


ctgctctaga 


gggcctgtgc 


aatttgacca 


ttgaagaatt 


ccgattagca 


780 


tacttagact 


actacctcga 


tgatattatt 


gacttattta 


attgtttgac 


aaatgtttct 


840 


tcattttccc 


tggtgagtgt 


gact at t aaa 


agcgtaaaag 


actt ttct t a 


taat ttcgga 


yuu 


tggcaacatt 


tagaattagt 


taagtgtaaa 


tttggacagt 


ttcccacatt 


gaaactcaaa 


960 


tctctcaaaa 


ggcttacttt 


cacttccaac 


aaaggtggga 


atgctttttc 


agaagttgat 


1020 


ctaccaagcc 


ttgagtttct 


agatctcagt 


agaaatggct 


tgagtttcaa 


aggttgctgt 


1080 


tctcaaagtg 


attttgggac 


aaccagccta 


aagtatttag 


atctgagctt 


caatggtgtt 


1140 


attaccatga 


gttcaaactt 


ct tgggctta 


gaacaactag 


aacatctgga 


tttccagcat 


1200 


tccaatttga 


aacaaatgag 


tgagttttca 


gtattcctat 


cactcagaaa 


cctcatttac 


1260 


cttgacattt 


ctcatactca 


caccagagtt 


gctttcaatg 


gcatcttcaa 


tggcttgtcc 


1320 


agtctcgaag 


tcttgaaaat 


ggctggcaat 


tctttccagg 


aaaacttcct 


tccagatatc 


1380 


ttcacagagc 


tgagaaactt 


gaccttcctg 


gacctctctc 


agtgtcaact 


ggagcagttg 


1440 
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tctccaacag 


catttaactc 


actctccagt 


cttcaggtac 


taaatatgag 


ccacaacaac 


1500 


ttcttttcat 


tggatacgtt 


tccttataag 


tgtctgaact 


ccctccaggt 


tcttgattac 


1560 


agtctcaatc 


acataatgac 


ttccaaaaaa 


caggaactac 


agcattttcc 


aagtagtcta 


1620 


gctttcttaa 


atcttactca 


gaatgacttt 


gcttgtactt 


gtgaacacca 


aagtttcctg 


1680 


caatggatca 


aggaccagag 


gcagctcttg 


gtggaagttg 


aacgaatgga 


atgtgcaaca 


1740 


ccttcagata 


agcagggcat 


gcctgtgctg 


agtttgaata 


tcacctgtca 


gatgaataag 


1800 


accatcattg 


gtgtgtcggt 


cctcagtgtg 


cttgtagtat 


ctgttgtagc 


agttctggtc 


1860 


tataagttct 


attttcacct 


gatgcttctt 


gctggctgca 


taaagtatgg 


tagaggtgaa 


1920 


aacatctatg 


atgcctttgt 


tatctactca 


agccaggatg 


aggactgggt 


aaggaatgag 


1980 


ctagtaaaga 


atttagaaga 


aggggtgcct 


ccatttcagc 


tctgccttca 


ctacagagac 


2040 


tttattcccg 


gtgtggccat 


tgctgccaac 


atcatccatg 


aaggtttcca 


taaaagccga 


2100 


aaggtgattg 


ttgtggtgtc 


ccagcacttc 


atccagagcc 


gctggtgtat 


ctttgaatat 


2160 


gagattgctc 


agacgtggca 


gtttctgagc 


agtcgtgctg 


gtatcatctt 


cattgtcctg 


2220 


cagaaggtgg 


agaagaccct 


gctcaggcgg 


caggtggagc 


tgtaccgcct 


t ctyagcagg 


zZoU 


aacacttacc 


tggagtggga 


ggacagtgtc 


ctggggcggc 


acatcttctg 


gagacgactc 


2340 


agaaaagccc 


tgctggatgg 


taaatcatgg 


aatccagaag 


gaacagtggg 


tacaggatgc 


2400 


aattggcagg 


aagcaacatc 


tatctga 








2427 



<210> 23 

<211> 2427 

<212> DNA 

<213> Pan troglodytes 



<220> 

<221> CDS 

<222> (1) . . (2427) 



<400> 23 

gtg gtt cot aat att act tat caa tgc atg gag ctg aat ttc tac aaa 

Val Val Pro Asn lie Thr Tyr Gin Cys Met Glu Leu Asn Phe Tyr Lys 
15 10 15 



48 



a-.r ccc gac aac etc ccc ttc tea acc aag aac ctg gac ctg age ttt 
lie Pro Asp Asn Leu Pro Phe Ser Thr Lys Asn Leu Asp Leu Ser Phe 
20 25 30 



96 



aat ccc ctg agg cat tta ggc age tat age ttc ttc agt ttc cea gaa 
Asn Pro Leu Arg His Leu Gly Ser Tyr Ser Phe Phe Ser Phe Pro Glu 
35 40 45 



144 



etc, cag gtg ctg gat tta tec agg tgt gaa ate eag aca att gaa gat 
Leu Gin Val Leu Asp Leu Ser Arg Cys Glu lie Gin Thr lie Glu Asp 



192 
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50 55 60 

ggg gca tat cag age eta age cac cte tec ace tta ata ttg aea gga 240 
Gly Ala Tyr Gin Ser Leu Ser His Leu Ser Thr Leu He Leu Thr Gly 
65 70 75 80 

aac ecc ate eag agt tta gee etg gga gee ttt tct gga eta tea agt 288 
Asn Pro He Gin Ser Leu Ala Leu Gly Ala Phe Ser Gly Leu Ser Ser 
85 90 95 

tta cag aag ctg gtg get gtg gag aea aat eta gca tct eta gag aae 336 
Leu Gin Lys Leu Val Ala Val Glu Thr Asn Leu Ala Ser Leu Glu Asn 
100 105 110 

ttc eee att gga eat cte aaa act ttg aaa gaa ett aat gtg get cac 384 
Phe Pro He Gly His Leu Lys Thr Leu Lys Glu Leu Asn Val Ala His 
115 120 125 

aat ett ate caa tct tte aaa tta eet gag tat ttt tet aat etg aee 432 
Asn Leu He Gin Ser Phe Lys Leu Pro Glu Tyr Phe Ser Asn Leu Thr 
130 135 140 

aat eta gag eae ttg gae ett tee age aae aag att eaa agt att tat 480 
Asn Leu Glu His Leu Asp Leu Ser Ser Asn Lys He Gin Ser He Tyr 
145 150 155 160 

tge aea gae ttg egg gtt eta eat caa atg eee eta etc aat etc tet 528 
Cys Thr Asp Leu Arg Val Leu His Gin Met Pro Leu Leu Asn Leu Ser 
165 170 175 

tta gae ctg tec ctg aac cct atg aac ttt ate caa eca ggt gca ttt 576 
Leu Asp Leu Ser Leu Asn Pro Met Asn Phe He Gin Pro Gly Ala Phe 
180 185 190 

aaa gaa att agg ett eat aag etg act ttg aga aat aat ttt gat agt 624 
Lys Glu He Arg Leu His Lys Leu Thr Leu Arg Asn Asn Phe Asp Ser 
195 200 205 

tta aat gta atg aaa aet tgt att eaa ggt etg get ggt tta gaa gte 672 
Leu Asn Val Met Lys Thr Cys He Gin Gly Leu Ala Gly Leu Glu Val 
210 215 220 

cat cgt ttg gtt ctg gga gaa ttt aga aat gaa gaa aac ttg gaa aag 720 
His Arg Leu Val Leu Gly Glu Phe Arg Asn Glu Glu Asn Leu Glu Lys 
225 230 235 240 

ttt gae aaa tet get eta gag gge etg tgc aat ttg aee att gaa gaa 768 
Phe Asp Lys Ser Ala Leu Glu Gly Leu Cys Asn Leu Thr He Glu Glu 
245 250 255 

ttc ega tta gea tac tta gae tae tae etc gat gat att att gae tta 816 
Phe Arg Leu Ala Tyr Leu Asp Tyr Tyr Leu Asp Asp He He Asp Leu 
260 265 270 

ttt aat tgt ttg aca aat gtt tct tea ttt tec etg gtg agt gtg aet 864 
Phe Asn Cys Leu Thr Asn Val Ser Ser Phe Ser Leu Val Ser Val Thr 
275 280 285 

att aaa age gta aaa gae ttt tet tat aat ttc gga tgg eaa eat tta 912 
He Lys Ser Val Lys Asp Phe Ser Tyr Asn Phe Gly Trp Gin His Leu 
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290 295 300 

gaa tta gtt aag tgt aaa ttt gga cag ttt ccc aca ttg aaa etc aaa 960 
Glu Leu Val Lys Cys Lys Phe Gly Gin Phe Pro Thr Leu Lys Leu Lys 
305 310 315 320 

tct etc aaa agg ctt act ttc act tec aac aaa ggt ggg aat get ttt 1008 
Ser Leu Lys Arg Leu Thr Phe Thr Ser Asn Lys Gly Gly Asn Ala Phe 
325 330 335 

tea gaa gtt gat eta eca age ctt gag ttt eta gat etc agt aga aat 1056 
Ser Glu Val Asp Leu Pro Ser Leu Glu Phe Leu Asp Leu Ser Arg Asn 
340 345 350 

ggc ttg agt ttc aaa ggt tgc tgt tct caa agt gat ttt ggg aca ace 1104 
Gly Leu Ser Phe Lys Gly Cys Cys Ser Gin Ser Asp Phe Gly Thr Thr 
355 360 365 

age eta aag tat tta gat etg age ttc aat ggt gtt att ace atg agt 1152 
Ser Leu Lys Tyr Leu Asp Leu Ser Phe Asn Gly Val lie Thr Met Ser 
370 375 380 

tea aac ttc ttg ggc tta gaa caa eta gaa cat etg gat ttc cag cat 1200 
Ser Asn Phe Leu Gly Leu Glu Gin Leu Glu His Leu Asp Phe Gin His 
385 390 395 400 

tec aat ttg aaa caa atg agt gag ttt tea gta ttc eta tea etc aga 1248 
Ser Asn Leu Lys Gin Met Ser Glu Phe Ser Val Phe Leu Ser Leu Arg 
405 410 415 

aac etc att tac ctt gac att tct cat act eac ace aga gtt get ttc 1296 
Asn Leu lie Tyr Leu Asp lie Ser His Thr His Thr Arg Val Ala Phe 
420 425 430 

aat ggc ate ttc aat ggc ttg tec agt etc gaa gte ttg aaa atg get 1344 
Asn Gly lie Phe Asn Gly Leu Ser Ser Leu Glu Val Leu Lys Met Ala 
435 440 445 

ggc aat tct ttc cag gaa aac ttc ctt eca gat ate ttc aca gag etg 1392 
Gly Asn Ser Phe Gin Glu Asn Phe Leu Pro Asp lie Phe Thr Glu Leu 
450 455 460 

aga aac ttg ace ttc etg gac etc tct cag tgt caa etg gag cag ttg 1440 
Arg Asn Leu Thr Phe Leu Asp Leu Ser Gin Cys Gin Leu Glu Gin Leu 
465 470 475 480 

tct eca aca gea ttt aac tea etc tec agt ctt cag gta eta aat atg 1488 
Ser Pro Thr Ala Phe Asn Ser Leu Ser Ser Leu Gin Val Leu Asn Met 
485 490 495 

age eac aac aac ttc ttt tea ttg gat aeg ttt cet tat aag tgt etg 1536 
Ser His Asn Asn Phe Phe Ser Leu Asp Thr Phe Pro Tyr Lys Cys Leu 
500 505 510 

aac tee etc cag gtt ctt gat tac agt etc aat eac ata atg act tec 1584 
Asn Ser Leu Gin Val Leu Asp Tyr Ser Leu Asn His lie Met Thr Ser 
515 520 525 

aaa aaa cag gaa eta cag cat ttt eca agt agt eta get ttc tta aat 1632 
Lys Lys Gin Glu Leu Gin His Phe Pro Ser Ser Leu Ala Phe Leu Asn 
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530 535 540 



ctt act cag aat gac ttt get tgt act tgt gaa cac caa agt ttc ctg 1680 
Leu Thr Gin Asn Asp Phe Ala Cys Thr Cys Glu His Gin Ser Phe Leu 
545 550 555 560 

caa tgg ate aag gac cag agg cag etc ttg gtg gaa gtt gaa ega atg 1728 
Gin Trp lie Lys Asp Gin Arg Gin Leu Leu Val Glu Val Glu Arg Met 
565 570 575 

gaa tgt gca aca cct tea gat aag cag ggc atg ect gtg ctg agt ttg 1776 
Glu Cys Ala Thr Pro Ser Asp Lys Gin Gly Met Pro Val Leu Ser Leu 
580 585 590 

aat ate ace tgt cag atg aat aag acc ate att ggt gtg teg gtc etc 1824 
Asn lie Thr Cys Gin Met Asn Lys Thr lie lie Gly Val Ser Val Leu 
595 600 605 

agt gtg ctt gta gta tct gtt gta gca gtt ctg gtc tat aag ttc tat 1872 
Ser Val Leu Val Val Ser Val Val Ala Val Leu Val Tyr Lys Phe Tyr 
610 615 620 

ttt cac ctg atg ctt ctt get ggc tgc ata aag tat ggt aga ggt gaa 1920 
Phe His Leu Met Leu Leu Ala Gly Cys lie Lys Tyr Gly Arg Gly Glu 
625 630 635 640 

aac ate tat gat gee ttt gtt ate tac tea age cag gat gag gac tgg 1968 
Asn lie Tyr Asp Ala Phe Val lie Tyr Ser Ser Gin Asp Glu Asp Trp 
645 650 655 

gta agg aat gag eta gta aag aat tta gaa gaa ggg gtg ect cea ttt 2016 
Val Arg Asn Glu Leu Val Lys Asn Leu Glu Glu Gly Val Pro Pro Phe 
660 665 670 

cag etc tgc ctt cac tac aga gac ttt att ccc ggt gtg gee att get 2064 
Gin Leu Cys Leu His Tyr Arg Asp Phe lie Pro Gly Val Ala lie Ala 
675 680 685 

gee aac ate ate eat gaa ggt ttc eat aaa age ega aag gtg att gtt 2112 
Ala Asn lie lie His Glu Gly Phe His Lys Ser Arg Lys Val lie Val 
690 695 700 

gtg gtg tee cag cac ttc ate cag age ege tgg tgt ate ttt gaa tat 2160 
Val Val Ser Gin His Phe lie Gin Ser Arg Trp Cys lie Phe Glu Tyr 
705 710 715 720 

gag att get cag acg tgg cag ttt ctg age agt cgt get ggt ate ate 2208 
Glu He Ala Gin Thr Trp Gin Phe Leu Ser Ser Arg Ala Gly He He 
725 730 735 

ttc att gtc ctg cag aag gtg gag aag ace ctg etc agg egg cag gtg 2256 
Phe He Val Leu Gin Lys Val Glu Lys Thr Leu Leu Arg Arg Gin Val 
740 745 750 

gag ctg tac ege ctt cty age agg aac act tac ctg gag tgg gag gac 2304 
Glu Leu Tyr Arg Leu Xaa Ser Arg Asn Thr Tyr Leu Glu Trp Glu Asp 
755 760 765 

agt gtc ctg ggg egg eae ate ttc tgg aga ega etc aga aaa gee ctg 2352 
Ser Val Leu Gly Arg His He Phe Trp Arg Arg Leu Arg Lys Ala Leu 
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770 775 780 



ctg gat ggt aaa tea tgg aat cca gaa gga aca gtg ggt aca gga tgc 2400 
Leu Asp Gly Lys Ser Trp Asn Pro Glu Gly Thr Val Gly Thr Gly Cys 
785 790 795 800 

aat tgg cag gaa gca aca tct ate tga 2427 
Asn Trp Gin Glu Ala Thr Ser lie 
805 



<210> 
<211> 
<212> 
<213> 


24 

808 
PRT 

Pan troglodytes 






<220> 
<221> 
<222> 
<223> 


misc feature 
(758) . . (758) 

The 'Xaa' at location 758 stands 


for 


Leu . 


<400> 


24 






Val Val Pro Asn lie Thr Tyr Gin Cys Met 


Glu 


Leu Asn 



10 15 



lie Pro Asp Asn Leu Pro Phe Ser Thr Lys Asn Leu Asp Leu Ser Phe 
20 25 30 



Asn Pro Leu Arg His Leu Gly Ser Tyr Ser Phe Phe Ser Phe Pro Glu 
35 40 45 



Leu Gin Val Leu Asp Leu Ser Arg Cys Glu lie Gin Thr lie Glu Asp 
50 55 60 



Gly Ala Tyr Gin Ser Leu Ser His Leu Ser Thr Leu lie Leu Thr Gly 
65 70 75 80 



Asn Pro lie Gin Ser Leu Ala Leu Gly Ala Phe Ser Gly Leu Ser Ser 
85 90 95 



Leu Gin Lys Leu Val Ala Val Glu Thr Asn Leu Ala Ser Leu Glu Asn 
100 105 110 



Phe Pro lie Gly His Leu Lys Thr Leu Lys Glu Leu Asn Val Ala His 
115 120 125 



Asn Leu lie Gin Ser Phe Lys Leu Pro Glu Tyr Phe Ser Asn Leu Thr 
130 135 140 



Asn Leu Glu His Leu Asp Leu Ser Ser Asn Lys lie Gin Ser lie Tyr 
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145 150 155 160 



Cys Thr Asp Leu Arg Val Leu His Gin Met Pro Leu Leu Asn Leu Ser 
165 170 175 



Leu Asp Leu Ser Leu Asn Pro Met Asn Phe lie Gin Pro Gly Ala Phe 
180 185 190 



Lys Glu lie Arg Leu His Lys Leu Thr Leu Arg Asn Asn Phe Asp Ser 
195 200 205 



Leu Asn Val Met Lys Thr Cys lie Gin Gly Leu Ala Gly Leu Glu Val 
210 215 220 



His Arg Leu Val Leu Gly Glu Phe Arg Asn Glu Glu Asn Leu Glu Lys 
225 230 235 240 



Phe Asp Lys Ser Ala Leu Glu Gly Leu Cys Asn Leu Thr lie Glu Glu 
245 250 255 



Phe Arg Leu Ala Tyr Leu Asp Tyr Tyr Leu Asp Asp lie lie Asp Leu 
260 265 270 



Phe Asn Cys Leu Thr Asn Val Ser Ser Phe Ser Leu Val Ser Val Thr 
275 280 285 



lie Lys Ser Val Lys Asp Phe Ser Tyr Asn Phe Gly Trp Gin His Leu 
290 295 300 



Glu Leu Val Lys Cys Lys Phe Gly Gin Phe Pro Thr Leu Lys Leu Lys 
305 310 315 320 



Ser Leu Lys Arg Leu Thr Phe Thr Ser Asn Lys Gly Gly Asn Ala Phe 
325 330 335 



Ser Glu Val Asp Leu Pro Ser Leu Glu Phe Leu Asp Leu Ser Arg Asn 
340 345 350 



Gly Leu Ser Phe Lys Gly Cys Cys Ser Gin Ser Asp Phe Gly Thr Thr 
355 360 365 



Ser Leu Lys Tyr Leu Asp Leu Ser Phe Asn Gly Val lie Thr Met Ser 
370 375 380 



Ser Asn Phe Leu Gly Leu Glu Gin Leu Glu His Leu Asp Phe Gin His 
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385 390 395 400 

Ser Asn Leu Lys Gin Met Ser Glu Phe Ser Val Phe Leu Ser Leu Arg 
405 410 415 

Asn Leu lie Tyr Leu Asp lie Ser His Thr His Thr Arg Val Ala Phe 
420 425 430 



Asn Gly lie Phe Asn Gly Leu Ser Ser Leu Glu Val Leu Lys Met Ala 
435 440 445 



Gly Asn Ser Phe Gin Glu Asn Phe Leu Pro Asp lie Phe Thr Glu Leu 
450 455 460 



Arg Asn Leu Thr Phe Leu Asp Leu Ser Gin Cys Gin Leu Glu Gin Leu 
465 470 475 480 



Ser Pro Thr Ala Phe Asn Ser Leu Ser Ser Leu Gin Val Leu Asn Met 
485 490 495 



Ser His Asn Asn Phe Phe Ser Leu Asp Thr Phe Pro Tyr Lys Cys Leu 
500 505 510 



Asn Ser Leu Gin Val Leu Asp Tyr Ser Leu Asn His lie Met Thr Ser 
515 520 525 



Lys Lys Gin Glu Leu Gin His Phe Pro Ser Ser Leu Ala Phe Leu Asn 
530 535 540 



Leu Thr Gin Asn Asp Phe Ala Cys Thr Cys Glu His Gin Ser Phe Leu 
545 550 555 560 



Gin Trp lie Lys Asp Gin Arg Gin Leu Leu Val Glu Val Glu Arg Met 
565 570 575 



Glu Cys Ala Thr Pro Ser Asp Lys Gin Gly Met Pro Val Leu Ser Leu 
580 585 590 



Asn lie Thr Cys Gin Met Asn Lys Thr lie lie Gly Val Ser Val Leu 
595 600 605 



Ser Val Leu Val Val Ser Val Val Ala Val Leu Val Tyr Lys Phe Tyr 
610 615 620 



Phe His Leu Met Leu Leu Ala Gly Cys lie Lys Tyr Gly Arg Gly Glu 
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625 630 635 640 

Asn lie Tyr Asp Ala Phe Val lie Tyr Ser Ser Gin Asp Glu Asp Trp 
645 650 655 

Val Arg Asn Glu Leu Val Lys Asn Leu Glu Glu Gly Val Pro Pro Phe 
660 665 670 

Gin Leu Cys Leu His Tyr Arg Asp Phe lie Pro Gly Val Ala lie Ala 
675 680 685 

Ala Asn lie lie His Glu Gly Phe His Lys Ser Arg Lys Val lie Val 
690 695 700 

Val Val Ser Gin His Phe lie Gin Ser Arg Trp Cys lie Phe Glu Tyr 
705 710 715 720 

Glu lie Ala Gin Thr Trp Gin Phe Leu Ser Ser Arg Ala Gly lie lie 
725 730 735 

Phe lie Val Leu Gin Lys Val Glu Lys Thr Leu Leu Arg Arg Gin Val 
740 745 750 

Glu Leu Tyr Arg Leu Xaa Ser Arg Asn Thr Tyr Leu Glu Trp Glu Asp 
755 760 765 

Ser Val Leu Gly Arg His lie Phe Trp Arg Arg Leu Arg Lys Ala Leu 
770 775 780 

Leu Asp Gly Lys Ser Trp Asn Pro Glu Gly Thr Val Gly Thr Gly Cys 
785 790 795 800 

Asn Trp Gin Glu Ala Thr Ser lie 
805 



<210> 25 

<211> 35 

<212> PRT 

<213> Amino acid 

<400> 25 

Cys Asn Leu Thr lie Glu Glu Phe Arg Leu Thr Tyr Leu Asp Tyr Tyr 
15 10 15 



Leu Asp Asp lie lie Asp Leu Phe Asn Cys Leu Ala Asn Ala Ser Ser 
20 25 30 
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Phe Ser Leu 
35 



<210> 26 

<211> 35 

<212> PRT 

<213> Amino acid 



<400> 26 

Cys Asn Leu Thr lie Glu Glu Phe Arg Leu Thr Tyr Leu Asp Tyr Tyr 
15 10 15 



Leu Asp Gly lie lie Asp Leu Phe Asn Cys Leu Ala Asn Ala Ser Ser 
20 25 30 



Phe Ser Leu 
35 



<210> 27 

<211> 35 

<212> PRT 

<213> Amino acid 

<400> 27 

Cys Asn Leu Thr lie Glu Glu Phe Arg Leu Thr Tyr Leu Asp Tyr Tyr 
15 10 15 



Leu Asp Asp lie lie Asp Leu Phe Asn Cys Leu Ala Asn Ala Ser Ser 
20 25 30 



Phe Ser Leu 
35 



<210> 28 

<211> 35 

<212> PRT 

<213> Amino acid 

<400> 28 

Cys Asn Leu Thr lie Glu Glu Phe Arg Leu Thr Tyr Leu Asp Tyr Tyr 
15 10 15 



Leu Asp Asp lie lie Asp Leu Phe Asn Cys Leu Ala Asn Ala Ser Ser 
20 25 30 



Phe Ser Leu 
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35 



<210> 29 

<211> 35 

<212> PRT 

<213> Amino acid 

<400> 29 

Cys Asn Leu Thr lie Glu Glu Phe Arg Leu Thr Tyr Leu Asp Tyr Tyr 
15 10 15 



Leu Asp Asp He He Asp Leu Phe Asn Cys Leu Ala Asn Ala Ser Ser 
20 25 30 



Phe Ser Leu 
35 



<210> 30 

<211> 35 

<212> PRT 

<213> Amino acid 

<400> 30 

Cys Asn Leu Thr He Glu Glu Phe Arg Leu Ala Tyr Leu Asp Tyr Tyr 
15 10 15 



Leu Asp Asp He He Asp Leu Phe Asn Cys Leu Ala Asn Val Ser Ser 
20 25 30 



Phe Ser Leu 
35 



<210> 31 

<211> 35 

<212> PRT 

<213> Amino acid 

<400> 31 

Cys Asn Leu Thr He Glu Glu Phe Arg Leu Thr Tyr Leu Asp Tyr Tyr 
15 10 15 



Leu Asp Asp He He Asp Leu Phe Asn Cys Leu Ala Asn Ala Ser Ser 
20 25 30 



Phe Ser Leu 
35 
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<210> 32 

<211> 36 

<212> PRT 

<213> Amino acid 

<400> 32 

Cys Asn Leu Thr lie Glu Glu Phe Arg Leu Thr Tyr Leu Asp Tyr Tyr 
15 10 15 



Leu Asp Asn lie lie Asp Leu Phe Asn Cys Leu Ala Asn Ala Ser Ser 
20 25 30 



Phe Ser Leu 
35 



<210> 33 

<211> 35 

<212> PRT 

<213> Amino acid 

<400> 33 

Cys Asn Leu Thr lie Glu Glu Phe Arg Leu Thr Tyr Leu Asp Tyr Tyr 
15 10 15 



Leu Asp Asn lie lie Asp Leu Phe Asn Cys Leu Ala Asn Ala Ser Ser 
20 25 30 



Phe Ser Leu 
35 



<210> 34 

<211> 36 

<212> PRT 

<213> Amino acid 

<400> 34 

His Asn Leu Thr lie Glu Glu Phe Arg Leu Ala Tyr lie Asp Asn Tyr 
15 10 15 



Ser Ser Lys Asp Ser lie Asp Leu Leu Asn Cys Leu Ala Asp lie Ser 
20 25 30 



Lys lie Ser Leu 
35 



<210> 35 
<211> 35 
<212> PRT 
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<213> Amino acid 
<400> 35 

Cys Asn Leu Thr lie Glu Gin Phe Arg lie Ala Tyr Leu Asp Lys Phe 
15 10 15 



Ser Gly Asp Asp Thr Asp Leu Phe Asn Cys Leu Ala Asn Vai Ser Val 
20 25 30 



lie Ser Leu 
35 



<210> 36 

<211> 35 

<212> PRT 

<213> Amino acid 

<400> 36 

Cys Asn Leu lie lie Glu Lys Phe Arg lie Ala Tyr Phe Asp Lys Phe 
15 10 15 



Ser Glu Asp Ala lie Asp Ser Phe Asn Cys Leu Ala Asn Val Ser Thr 
20 25 30 



lie Ser Leu 
35 



<210> 37 

<211> 35 

<212> PRT 

<213> Amino acid 

<400> 37 

Cys Asn Leu Thr lie Glu Lys Phe Arg lie Ala Tyr Phe Asp Ser Phe 
15 10 15 



Ser Lys Asp Thr Thr Asn Leu Phe Asn Gin Leu Val Asn lie Ser Ala 
20 25 30 



lie Ser Leu 
35 



<210> 38 

<211> 34 

<212> PRT 

<213> Amino acid 

<400> 38 
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Cys Lys Val Thr lie Glu Glu Phe Arg Phe Thr Tyr Ala Asn Glu Phe 
15 10 15 



Ser Glu Asp lie Thr Asp Phe Asp Cys Leu Ala Asn Val Ser Ala Met 
20 25 30 



Ser Leu 



<210> 39 

<211> 34 

<212> PRT 

<213> Amino acid 

<400> 39 

Cys Asn Val Ser lie Asp Glu Phe Arg Leu Thr Tyr lie Asn His Phe 
15 10 15 



Ser Asp Asp lie Tyr Asn Leu Asn Cys Leu Ala Asn lie Ser Ala Met 
20 25 30 



Ser Phe 



<210> 40 

<211> 34 

<212> PRT 

<213> Amino acid 

<400> 40 

Cys Asp Val Thr lie Asp Glu Phe Arg Leu Thr His Thr Asn Asp Phe 
15 10 15 



Ser Asp Asp lie Val Lys Phe His Cys Leu Ala Asn Val Ser Ala Met 
20 25 30 



Ser Leu 
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